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762.84
z=2

800
m/z

849.85
z=2

L
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1030.40
z=1

1000

1094.46
z=1

1110.46
z=?
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1223.54
z=7?

1200 1300
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1339.71
100 =1
1296.70
90 z=1
% Eluted
332.20
z=1
70
60
345.23
%0 261.16 z=?
=1 |
40 1410.75
648.86 z=1
30 233.16 | 7=2
| 602.32
z=1 | 403.23 47328 4
| = = 1466.80
203 21210 [ z1 684.37 773.43 1000.56 112861 =2
=2 | 56729 22 . 87341 1 = 124266
10 \ | A ‘ | = z=2 t z=? 1510.82 1580.84
3 z=? z=?
0 m”“\ ml Ju u”“ man 1‘1 hx [l 1‘ lH h I 1“& 1[ 1“ | ‘1 ‘ ’l [ 1‘ | |1 L L
1296.71
100 i
332.20
20 =1
80
70 345.23 .
o116 | = Synthetic
60 z=1 [
50 |
40 | 648.86
9 z=2 141174
| 403.23 z=1
30 233.16 | z=1
z=1 “ 47329
' w : 602.32 | 670.36
203 219.11 | z=? - 0 77343 1000.55
=2 “ 50230 5 | [© 2=? 886.51 z=1 112863 127969
I ‘ | - z=1 =7 =1 1510.84
LT 1| P | |
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632.34
z=1
533.27
z=1
745.42
z=1
46223
z=?
858.51
z=1
232.14 942.52
z=? 40823 826.43 1055.61
z=? z=? z=1
18516 | oy 36118 614.32 70138 [80045 | | [ 92550 | | 101260 | 112567
=1 Z_.7 z=? =7 z=? Zz\?\ =7 7= z=?
Wil HNM SRR BT Tl (R [ 1 | [ [
632.34
53327 %
z=1
74542
z=? o
Synthetic
858.51
z=?
232.14 1055.61
z=? 94252 =7 1707 .44
463.24 1231.58
374.63 =7 - =2
21596 =2 z z=? =
z=? ‘
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.09

z=7?

173.09
z=7

348.15
z=1

419.19
z=?

577.32
z=?

548.24
z=?

789.48
z=1

825.96

770.14 =2

z=?

1004.60
z=1

1030.57
z=1

1103.67

=? 1232.73
=

1303.76

1395.43

z=?

Eluted

1496.81
z=?

1602.05
z=?

N
o
o

1l

©
o
|

11

[$)) [e2] ~ [0
o o o o

ey
o

o b bevraberaabeaaaly

304

173.09
z=?

J\ ‘lu
T T T

219.11
z=?

348.
=1

361.25
z=?

z=?

| 41919 47627 |
z=1 \

577.32
=1

548.23
z=1

512.28
z=?

1l

676.39
z=1

789.47
z=1

757.45
z=?

I

1004.60
z=1

1030.58
z=1

1047.61

1146.67
z=1

z=1

1232.71

1275.72

z=1
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346.77 1451.81
z=

z=7?
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1000

1100

T T
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T

T T

1600

T

T T

1700



DGPkGARGDSGPpGR

521.76
100 z=2

% Eluted
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70
60
50
40
30
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758.34

=1 852.39 1025.47
L z=? z=?

10

100
90
80
0 Synthetic
60
50

40 44223
=3 48057 586.30

30 z=3 z=2

431.88
20 z=3 647.32
127.09 =
22410 34519 =2
z=? 17512 7=? 281.16 423.56

758.35
10 - 544.25 680.82 868.39 897.42 1006.43 1107.51

z=1 z=3 1
z=? B =2 = ° !
03 YJ L1 ! ML‘ Lol “MLWH‘UV YL\ 'H‘LH{““.L w’_? N T T | z E z=? z?
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686.42
z=1
Eluted
643.41
353.18 z=1
z=1
99250 107764
z="7 z=1
900.55 ) 132469
219’;‘4 799.50 z=1 1120.63 z=?
i 37021 s =7 120767
=1 i z=1
32;'720 - 739.38 133_71-71
Y| | 38822 722 -
155.08 24215 \ 72=7 512231 612.31 938.51
z=? z=? \ ’ z=? z=?
it T T R N A |
686.42
z=1
353.18 .
o o Synthetic
z=1
215.14 900.56
z=2 z=1
799.50 115201'64 ores 134T0
= . =1
197.13| 225.12 - z1 b =
z=? | _z=? .
289.10 | =1 513.21 75;-751 106363
129.07 z=? 416.12 z=? : z=7
z=? o 922.38
il W
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143.12

z=1

171.08

188.10
z=1

|/ z=2

/ 230.11

J b H“ b bl L

407.70

369.20
z=1

354.21

272.12 |
z=1 \

325.15 |
z=1 \

il

z=2

429.21
z=2

467.26
1

"

485.27

744.36
z=1
727.33
683.34 z=1
z=1

797.37

601.31 7 l
| . ﬁﬁ.mlan 1

857.40
z=1

814.40
z=1

886.43
z=7?

z=1

=7
Albad L5

927.48

984.
z=1

C
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1027.51

51 z=1

1098.53
z=1

[ | |

Lt

m |
(ARAN ARRS

171.08
z=1

188.10
z=?

| 230.11
| z=?

‘1‘
T

|
T

382.17

27212 _
z=1

z=1

325.15

z=?
L, hl { |

429.21
z=2

z=3

LRARERRAR

457.23

fil

485.27

z=1

495.26
z=1

540.30

u”xﬁ

.

750.40
z=1
663.84

62881 Z2 72733

857.40
z=1

906.49
z=?

963.51
z=1

Synthetic

1027.50

z=? 1098.53
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127.09

307 z=?
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226.12

283.14

z=?

z=?
ol IM‘ ] ‘

319.17
z=?

|

]

\

428.70

383.20
z=?
\

z=2

524.28
z=?

479.26

z=?

11‘ ‘11

581.30

788.40
z=1

749.36
z=2

727.88
z=

675.32
z=?

819.20 917.44
z=?

z=1

| z1
|856.40

974 .47
z=1

931.46
z=1

986.52
z=1

/
/

/104454
/ z=?

1087.55

z=1

1215,
z=1

1172.61

z=1

z=1

1158.58

i
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61

1326.65
=7

L

1461.63

z=7?
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127.09

z=7?

226.12 283.14

z=?

172.11

10

z=?

z=7?

411.20

z=?

394.17
z=?

366.18
7=

447.23

z=?

L

524.28
z=?

745.39
z=1

728.37
z=2

710.34
z=?

974 .47
=1

931.45
z=1

1044.55
z=1

1172.61
z=?

1158.58
z=?
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AL

T

200

T

T

T
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L
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T

T
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T
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T
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900,52 1088.60 Eluted
7=1 z=1
1187.66
226.12 z=1
z=1
325.19
=1
198.12 =
z=? 706.89
| 243.18 z=2 1001.56
‘\ =1 z=1
\ 361.22 1395.76
127.09 | 27118 | =9 689 38 | 74837 z=?
=7 | = E _ \
_z= | z=1 412.22 4922-126 589.33 =2 z=? 10;:)=2‘i58 1315.72 \
=7 z=1 | 803.46 883.50 993.51 < 1169.65 1256.65 z=1 \\
‘ “ l l =2 =7 z=1_ =7 2=7 ‘ \
Y A A1l L ‘ [ nll 1 ‘ L1 il | 1 1 | i | T | In l
141277
z=1
1088.59 ‘
=1
900.52
z=1 1
226.12 118766 Synthet|c
z=1
243.18
z=?
| 32519 706.89
/ z=1 z=2
198121 1001.56
1411\ | | 27118 |361.22 =1
= | = 7=2 495.96 698.38 1315.73
| 41222 z=? 50951 22— 1052.59 z=? 1543.02
‘ z=? 7=7 z=? z=?
B T P L] LI [ | \
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967.34
100 =1

) " Eluted

80
1153.42

70 z=1

60
50

40

30 449.19 | 1031
= 72425 | .

20 216.10 =1 =1 [ = 113640

z=1 | "\ 1307.50
56422 71224 | 1059.49 7 142251 455156

10 2238 33;;,15 z=? =7 | 889.36 =1 123058 &1 z=1 = 16;7,;59 1794.28
=7 . | =2 S . . 4

l T T Y Y 1 HAIH 1 - u”“ . ] JLQ}G_ l | = I ‘i I l L | ik

100
90

80
11563.42

" il Synthetic

60

50 795.28
z=1

40

30 44919
20 216.10 z=1 724.125 910.32
_ z= z=1
=7 335.15 575.20 130749 142252
199.07 | pyo 0 22 46017 =7 71225 872.34 1136.40 z=7 z=?
=2 |“72 ‘ =7 =7 =7 =7 l ‘ ‘
il 1L L I R |
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428.26
100 #

i Eluted

80

70 329.09
z=1

60
819.40

114552
50 z=1 22515
575.33 704.37
40 347.10 z z=1

30 947.49 99050
133.04 605.22 805,85 =1 z= Pk
203 z=? 41123 z=? 5> | 836.30 /" 108850 a =

186.09 296.11 z=? | 66420 2 - y &
=2 z=1 - | 464.16 549.18 | 791.82 z= / =1

z=? z=1 | z=1 ki /' 93331 1325.62
{uunl‘ U ML L t l‘

1183.44 —
=7
| [ |

iR 1‘ Hl le xi““ x‘ l l 1( | 1/ Z??T
6

0 lhh\l

100
90 329.09 z=1
z=1

80

70 - .
. o33 Synthetic
50 1145.53
z=1

40 347.10

30 133.04
z=7?
20 186.00 296.11| | 41124| 49216 | 664.20
= = z=? z=? | =7 |721.82
\ 2=2 007.33 1628.81 172344
Ll | 5 =
ly 0 T
[TT

947,50
549.18 806.35 = 2905 1162.55

- i 128262
/ 1062.52 =

z=?

z=?

10

| | L1 | I Ll | |
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127.09
=7
155.08
=7 232.14 Eluted
z=1
165.10 743.38
z=? z=1
941.48
612,31 800.40 z=1  984.49
283.14 - z=1 =1
| 226.12 - 492.75 7=2 70057 924.44
| =2 z=2 z=? 998.50
308.11 521.26 83239 88743/ z=1
- - 633.82 : =1 |
z=? 44921 z2 57529 | "7 = & 104151 111255
| 34747 J- z=1 s \ =1 721
|zt = \
‘J 646.33 | 112148
| /
‘1 m\ ‘ I m m‘ | nﬂx‘x | ‘ \ Ml L1 i M& ‘ | ‘ I I I I {
155.08
7= 23214
z=?
127.09
z=?
283.14 80040
z=? 612.31 74338 =1 941_-143 984.49
226.12 z=2 70038 Z1 = =1
=7 z=1
) 49275 63381 | 757.40 998.51
208.11 z=2 2 z=1 88743 E1 406952
=2 57529 | | z1
299,14 44%32 i 844.43 [ 111253
=2 = z=1 | z=1
/ 34747 526.49
/ 7= 412.42 z/:? 646.33
| Il T
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537.31
z=1
943
* Eluted
649.40
=1
606.40
55733 -4
z=7? 814.43
129.10 7=1
7 784.40
440.26
b 685.39 =1
241.08 318.21 Z=? 71948 1055.56
z=? 7=2 468.25 z=1 z=1
219.11 z=?
zan 219 3721 43130 52933 rasar 92546 | 977,57 103752
=7 5 ‘ z=? =2 ) z=7 z=? z=?
AT T . RN | |
943438
z=1
649.40
z=1
32.38
57837 =1
z=1 \‘
557.33 | .
12930 43130 =t \‘ 814.43 Synthet|c
535.36 606.40 | 685.39 z=1
z=1 =1 | =1
301.19 388.29 w
z=? 71 \ 762.49
241.08 ‘ =1
=7 719.48
3521521 z=1 926.46 | 977.57 1056.56
142.711 219.;1 : 72 7=7 7=1 1127 60
z=e = q 706.42 915.49 1003.54 z=1
. =7 z=?
‘ z=? =7 ‘
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|

976.52
z=1 114663
z=1
992,53
Z1 108061
| z=1
|
|
“\
| 1046.60
[ = 1202.68
w 71 1359.74
|
548.32 596.32 | 1245.71 z=1
= =7 gr932 T2 ‘ z=1
z=? | 1459.74
z=?
| 1 | 1\ A “l L1
1146.63
z=1
1103.62
z=1
389.15 1089.60 Synthetlc
z=1 —
29213 406.17 806.45
=7 z=1 z=1
247 11 I 1046.61
=2 79593 | 816.93 =1
46022 54832 o | 8185 124671 1316.72
z=? Z=1 | 7=2 =7
17512 55479 9223 90552 99256 7
| _z=? 7= z=? =
i Al l T I I | L
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24417

100 z1

Eluted

771.48

68929 =1
272.07
z=1
327.20
=1 36474

859.40 919.47
z=1 z=?
972.48 1086.61

e A 1246.66

z=?

24447
100 z1
)
80 .
. Synthetic
60
509  171.15
z=1
40 43027 T4t
2 68929  z=1

272.07 z=1 584.34 =1
30 < 491.16 =1 Z

v . z 802.37

19014 | ° =1 2=1

| 327.20 ]
20 z=1 [ 4221_58 644.04 | 85940

‘ B 511.29 =1 | 7
10 N\ =1 \‘ 97247 1070.53 1203.65

bbbt bdibdl 2 ol L =
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667.39
z=1

650.36

z=1
554.29 61185 \
=1 gz | [68338

T T N i

442.28
z=1
258.11 334.20 412.18
z;? z=? z=2 z=?
| ﬂ T T I R T PR PO B Y Amﬂh

129.10

7= 17512 480.25

=1
L l L% nl

850.46
_z=?

N 1 i

z=?
1

P
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965.49 1008.59
z=7?

667.39
z=1

650.36
z=?

556.31 611.85 |
z=? =7\

44228
129.10 =?
piA 480.24

=2
e
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z=?

258.11
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z=? z=?
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171.11
z=1
953.61
z=1
242.15 933'162
z=1
143.12 Eluted
=7
= 47731
z=2
201.09 498.81
z=1 z=2
44531
z=?
34320 30622 509 72046 %71 gogs7
3016 | & Z 63;-140 =1 z=1 115370 119669
z=? { \
1‘1‘1 l‘ ‘H 1‘ 1‘ ‘ML 1 ul“ ‘1 Lx t 1 ‘1‘“ ﬂ ‘ { 1 H‘“ 1 L 1 1
17111
z=1
996.62
95361 =1
143.12 24215 z=1
z=? z=1
477.31
z=2
498.81 .
20109 =2 Synthet|c
272.13 509.31
7= 371.19 72946 807.51
=2 = 637.40 . z=1 899,57
32815 7’ /60140 =2 z 850.51 1153.69
=7 - = .
= 44531 | |/ =L 75144 | 7 z=? 119667 1349.83
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858.50
z=1
95757
o7 Eluted
74542
z=1
632.34
412.118 533.27 7 1 1851.68
= z=
z z=1 1056.64
283.14 =
22012 0 432'119
z=? |
127.09 \ 266.11 |/  511.25
=2 [ 39516 | | z=t
VT 32;39 =1 |/ 610.32
\ % ! z=1
\ \ 361.18
17512 | \ *om [Casad FEPP 1167.66
= \ 5 L = =7
“ I T il | ‘lnx ol Ll ‘m | [ - 1
858.50
=1
957.57
z=1
74543 .
2=t Synthetic
53326 1185.68
41218 - 632.33 =1
7=1 z=? 1056.64
z=?
283.14
=7
127.09 23214 359.03 462.23 1513.6(
z=7 z=? =7 =? z=?
waxwywxwxxwxwywxwxyxwxwyxwxwywxwxyxwx[xwxywxwxyxwxwywxwx[xwxwyxwxwyw
200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500
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prea bbb b b bvr e bvr e boanlon

NGDkGHAGLAGAR

Lovvn v bvrnr bernn b b bennr b b lorns

615.36
54432 =1
z=1
Eluted
z=1
303.18
z=1
295.19
z=?
11007 47512 |
z=? 7=1
12709 \ 482.26 625.34 75047 809.44
= 195,09 25305 | 40522 z2 55520 | 77 = #l
=7 z=? | = = / 687.25
246.16 ss7.19 || | 5 50027 | 22 =1 800.33 | 819:42
‘ =2 || =2 z2 “ 1 |
xlluulxl HHH} L “l‘hL ‘m l“ il LHJLHL M 11“1 ““hx“ l xi { 11 Lxh A‘ l { 1
74.21 615.36
z=1 54432 =1
z=1
303.18
z=1
Synthetic
482.26
110.07 10522 z=
7=7 .
: 195.09
12700 25 z=2 555.29 752.41 809.44
z=? 48730 1735 =7z
25305 = 687.25
' 73.2 =7
327.23 52198 = 800.32 | 819.42
Ll L L L] ] M N L] |
ISR AR MRS RALS LAAN RS RS IARS RAR AN RS LA MRS AR | AR R RS AR AR RN RS LAY MALE AR RS RARS RS RAAN MRS MRS RS MRS RS AR RS LAY MRS MR RN T T T
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EKMAEPEKLTAR

407.74
100+ z2
. 41418
90; =7
807 “ Eluted
- |
70 “ 814.48
| | z=1
60 |
- |
50 ;‘
- |
- |
403 12810 | 48029 588.38
a1 7 397.15] | 507.78  Z1
309 33213 =5 || z=2
g 203.08 =2 il s 71742
207 24043\ | s T 18641
] _z=7 \ | \ z=1 943.51 1014.55
103 ‘ N ﬂ { | ‘ 559.30 59;}132 \l 739.32[ 854.49 =? =7
E z=? —= \ =7 z=7?
OAHX ‘hnuﬂ Lm l‘lL L1 Ix‘x l“ll Hl L b A ]M w o lih L 1Ly 111‘1 [Z"u 1 [T h
407.7
100+ z2
90
80
Syntheti
60 814.48 yn etic
i z=1
50
3 397.15| 460.29
407 z=1 =1 s0778 °8838
4 12210 34720 \ =2 F
304 =1 =\
205 202',?8 283.14 717.43
3 i z=? z=1
. 94351
10 551.31 6529‘734 z=7 1014.55 1294.55
E ‘ ‘ ‘ J ‘ =7 i L z=? z=?
= by “L JL‘A‘ Loan o Il |1l ded] AL | 1h L‘ J | |
| A AN RS RARS RARS LA RARI RALE RAAI RARY RSN RARS RARE RARE RARE RALE NARY RAR) RARS RALE RARE RASE RAAE RARS RARS NN RARI RAME RAM RAAJ RAM LARS ARS RARS RALE RASE NAA) RAMI RARS RAAN RARS RALE RAME RAR) RAMI LARS RARS AARS RARI RAS RAM RAAS RARS RARS AR RARE AR RAR AR
100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400
m/z



ESKPLTAQQTTK

987.55

100 it

90 Eluted

80
70
60

50 777.41
127.09 z=1

% 676.36
37017 40428 =1 760.39

20 183.15 =7 22 =1 890.50
3 335.14 605.33 687.83 | =1 97054

24816 =1 \ 450.20 57131 Z=1 =2\ | 81141 \ =1

ik =1 iy L[ 102148 112958
oL ‘h ) LLL“.M‘ LM lLM N I llx” U bbb Ll t il 1?“ .

z=? z=?
i . A

98755
100 !

90

80

Synthetic

70

60 77741
z=?

507 127.09

40

% 370.17
183.15 =?
z=? 494.28 z=1

20 7=2

890.49
z=?

" 21114 50418 4TI | g4 59 60532 732.44 854,57 969.54 1314.96
z=7? =7 z=? z=? z=?

T 1 |1 l Ll 1

=TT L1 | I T
A B B A A M RS BARS RAR MRS RN AR RARS | T [ B B B Bt RSt MRS RARS RARS AR AR RRAS RRAS RRA RAR
100 200 300 400 500 600 700 800 900 1000 1100 1200 1300
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GADGSPGkDGVR

771.41

100 z1

90

80 - Eluted

70 z=1
60
50 386.21
z=2

40 331.21

129.07 z=1
30 7=7

244.09
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60

50

40

30

20

z=1
286.10

.Tl l

175.12

z=?
L \“ ‘ ”m I o

446.24
z=?

420.72
z=2

i Ll

|

515.30 54927
=2 Z2

631.35
z=1

674.36
z=1
711.38
z=?
1

815.43 85844 91Z§.147

z=? N
\‘ \‘\ L

987.48 1030.50 1088.88
z=? z=? z=?
1 i i

129.07 55121
z? 244.09 727

z=?

386.2

280.91
z=?
224.87 318.26

z=?

1

446.24
z=

631.35
z=?

728.41
z=1

674.36
z=?

Synthetic

1054.23
z=?

z=2
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.

z=?
T T T ‘x T
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86.10
z=1
Eluted
362.21
Z2 40674
z=2
101.07
z=7?
|
“ 189.12 411.73
“‘ 7=7 Zf?
“ 526.34 7‘;1'143
“ 132.10 198.09 z=1 812.46
| = z=? 02.21 =
‘ 24047 z=2 | 45530 509.31 595.36 883.50
J /e 315.70 | = =2 2=1 724a1] 79544 z=1
| “ L ‘ z=2 7 538.30 } 630.40 =1 \
[ / = =7
| | ‘ Ah ”‘Ll“‘ll‘ ‘Hl‘x lx“ Jxl lxlx I’Z/? J AA l}: [ 1 AH[ J [
6.10
z=?
Synthetic
362.21
720 406.73
z=2
89.06 189.12
z=1 z=? 355.07 526.34 74143 81246
/ 14312 z=? =1 721 z=1
- 198.09  302.21 595.36 724.40 883.50
/ =2 =2 45530 509.31 71 o 79544 z=1
T T 11 WY L A
| AALRAAN BRAN RAL RARE RARS RARE RS RARE LARS RAAN RARE RRAN RARE LALE RS RARE RARE RARS RARE RAME RARE RARE RARS RARS AR RARS RARE RS RALE MASS RAAE RARE RRAN RARS RARE AR RARE MRS RARI MARS] | AR RARE RAAE RARSE | T
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TLVKVIPQGScR

704.32
Eluted
916.47
817.40 z=1
175.12 215.14 z=1
z=? z=1
‘ e 1044 56
127.09 | z=1 87024 468.28 567.35 687.29 =1 1087.56 1169.60
z=? { z=7 z=7 z=1 Z=,17 2= =2
L TR B VO N S I R N1 AP | Ll £
70431
z=1
817.40 916.47
=1 z=1
187.14
z=1
271.18
z=?
127.09 31421 37025 46829 54934 687.29 1044.56 108757 116960
i =7 7= z=1 =7 58438 z=2 800.38 =" z=1
z=? =7
‘JMJ ‘J‘LL‘ JJ[J[‘L 11” Jll{”" | =L Ill [ L
| ARALAAAE RARS RARE RARY RAAN RARY RAAE RARY RARS RARS RARS RARS RARS RARS RARS RS RARS AN RARY AN RARS RARE RARE LARS NAM LRSS RARE LARE RARE RARS RARS AARE] A AAAE RARS LA RARY AN RARY LAAE RARY RARE RARS RARE RARS RARS RAA) RARY RAA) RARS RAAI RARY RAAI RAR) RAMI LA RAMI RAM
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27118
z=1

z=1

N

313.19

384.26
z=1

367.23
z=1

Il { |

487.30

442.25
z=?

P I

=1
496.27
z=?

e L

616.34
z=1

L

729.43 772.39
z=? z=1
|

il

883.50
z=1

982.57
=1

996.47
z=?
96554) /
2=?

1075.45

Eluted

1095.65
z=1

1182.98 1391.9¢
=7 z=?

z=?
i

100

90

80

271.18

70

z=1

254.15

30 z=1

127.09
z=?
20
200.10

10 z=?

0 “JLd‘ ++ qu {ALYJ‘,J‘

313.19

z=?

384.26
z=1

367.23

Y‘ : ‘Y J JL‘L‘L‘ [

z=1

487.30
41374 z=1
2=2 523.32

L z=?
=
LASAN RARE RARS RARS |

866.47

z=7?

826.48 |

616.34
=2 72042 78443
7=7 z=1

i |
T T T T T

z=1 |
|
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z=1
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z=?
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ISEAKLTGIPK

24417
100+ =1
38610 Eluted
909 9
80
70
4 91.91
60— =2
|
515.32 628.40
| 129.10 0112 27226 1 2=1
(— . z=7 414.27
i z=2 31216 75 46979 | 52231
‘ ! =2 |63435 A z=1 -2 95658 z=1
=2 442.19 > 69532 7 TA 1183.20
Hin AR | PR [ < o I PO I T | =
P P W 1 M| P 1‘ [ Y PO R L1 1‘ [ L I | L | LI h |
2441
100+ =1
90
186.10
Xkl Syntheti
707 Y etic
272.16 515.32 628.40
727 z=1 z=1
312.15 414.27 578.85
— : : 853.52
z=? 35705 z=? 469.79 7=2 756.51 809.145 =1 91353 956.158 104_3.61 1086.61
J z=? =2 I 71335 =1 & =1 = T z=?
? 2
| n ‘ utletth‘Jl‘lJ lu[ J AZ_":’L Il lj 1‘1{]11 l lJL i‘ i LJL
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NLKYLPFVPSR

702.39
z=1
978.54
z=1
399.24
z=1 815.147
e
200.14 359.21
121',?9 z=? z=?
14411 200.15 34218 43123 562.30 658.35 961.23 113261 1408
_Z=Y z=7? _ z=?
z=? - z=? z=? z=? z=? z=
111 T T T | | | | 1 L1 |
70239
z=1
97854
z=1
399.23 815.48
127.09 35920 “7 3 7=1
TP 20014 z=1
= z=7? T
14411 34218
24513 64 114964
=2 o =7 45§-728 562.29 685.37 789.64 988.53 1133764 z=?
[ i l “ =1 z=? z=? =7 z=? =
o ST T B Y 1‘L PR T T T Ll 1L 1 L i 1 } ll
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TLLIKTVETR

187.14
100+ z1
3 215.14
907 1 Eluted
80
605.33
z=1
73342 776.43
240.10 328.22 z=1 z=1
z=1 z=1
| . .
“‘ z=1 71?;13 z=1 z=1
w 353.18 =1 [ 959.59
| 2=2 516.32 1 1og=21.59
288.13 40521 48030 z=? 615.38 820.47
=2 =1 T2 587.36 | 7=7 s 919.52
[ Lo L4l 7 = | |
il ‘h" 1“ AM il 1” ul 1 ‘ ! | il
907 215.14
3 z=1
804 .
70] Synthetic
60
50 3 328.22 607.31
3 E z=1
z=1 732‘140 778.41
405 z=1
186.10 891.48
305 z=? 27(}17 848.48 1004.57
. =2 355.07 ot 96156 71
] 175.12 227.18 ; — z=1
203 z=? =7 z=? ~
1 \
403 10107\ 406.53 506_3;,26 58‘3‘736 801.31
E Z,=7 \ 7= zZ= z=7 Z/='7
I I T Y | 1]
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LAKEIAIGR

658.39
529.35 z=
86.10 z=1
o Eluted
416.26
z=1
157.13
z=1
129.10 | 185.13
z=? 7=?
23214 507.78 812.46
z=1 284.12 34522 393.74 z=? 7=1
71 =1 =2 48581 78649 883.50
200.14 294.18 42926  z=2 640.38 =1 z=1
87.10 z=7 | 25613 > =2 z=1 829.50 900,52
7=1 I z=7? = ‘ l 539.28 626.39 z=1 Z_;7
—= =7 = =
Lo | nu“‘ i n‘ J ‘ 1l ‘h d“\ l hnL Lh At 1‘ t‘ L Iz]x' L 27‘ lxx L ‘ l
658.39
529.35 z1
z=1
416.26 .
86.10 z=? Synthetlc
z=?
157.13
z=7?
127.09
185.13
z=? 7=2 2‘25}4 345.23 485.81 812.46
=7  393.75|42927 Z? 78648 7!
284.13 =2 | z=? 7=
n ”“ 3.
9922 200.14 301.69 4623-?24 640-?38 82949 7= 951.41
z=? z=? z=? [ = z=? ‘ =?
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cDckPGYR

492.26
100 z

90

Eluted

80

70

549.32

60 z=1

50

40
133.04
30 z=? 276.07

=7
20 175.12 = 487.36 780.38

84.08 =7 z=? ?
103 =2 230.06 39520 436.09 \ 528.23 646.34 823.38

z=? =7 7=? \\ z=7? =7 z=7?

O‘xuﬂlmlx 1L [ | L[] |
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& Synthetic
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40
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203 84.08 18506 =1 21 436.10 | > 806.36
39520 Z7 | =2

289.14 z=? \ 609.61 0646.33 75354
N z=?

z=? J‘ 1 z=? z=? l
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z= =7
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Sample
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Seauence

cDckPGYR

TAKEIALGR

LAKEIAIGR

ISEAKLTGIPK

NLKYLPFVPSR

VKIVGPLEVNVR

TLVKVIPOGSCcR

EKEVVLLVATEGR

GPAGPSGPAGKDGR

OYNVGPSVSKYPLR

EIOCSGYTLPTKVAK

NTDEDKWGDACDNCR
LFAVAPNONLKEQOGLR
VSKEKEVVLLVATEGR
sDkPGmMAEIEKFDKSK

EITnGKPFFKDINECK
IGDOWDKOHDMGHMMR
IGDOWDKOHDMGHMmMR
IGDaWDkQHDMGHMmR
FARVEADKYEYNVVPFR
GPAGPNGInGEKGPAGER
GLLGDKGPDGIDGPDGVR
NIDSEEVGKIASNSATAFR
HLGVKVFSVAITPDHLEPR
GPpGpPGKPGDDGEAGKPGK
GDPPGPPGKknGDDGEAGKDGK
GpPGPpGkpGDDGEAGKDPGK
GANGEDGKAGEKGLPGAPGLR
GANGEDGKAGEKGLPGADGLR
GANGEDGKAGEKGLPGADGLR
GANGEDPGKAGEKGLPGAPGLR
GANGEDPGKAGEKGLDGADGLR
GDRGDVGEKGPEGAPGKDGGR
GDRGDVGEKGPEGADGKDGGR
VGDTYERPKDSMIWDcTCIGAGR
VFLKGGSDSDASLVITDLTLEDYGR
DLPETLNELHLDHNKIQAIELEDLLR
LTGIPKDLPETLNELHLDHNKIOAIELEDLLR
GLTGPIGPPGPAGADGDKGESGPSGPAGPTGAR
GLT
GLT
GLTGPIGDDGDAGAPGDKGESGPSGPAGPTGAR
GPTGPIGPPGPAGODPGDKGEGGAPGLDGIAGPR
GETGFOGKTGPPGDGGVVGPOGPTGETGPIGER
GEVGFOGKTGPPGPPGVVGPOGAAGETGPMGER
GLDGTPGTDGPKGASGPAGPPGAOGPPGLOGMDGER
DNMKWcGTTONYDADOKFGFcpMAAHEEICTTNEGVMYR
DnMKWcGTTanYDADOKFGFCPMAAHEEICTTNEGVMYR
DnMkWcGTTaNYDADOkFGFcpmAAHEEICTTNEGVMYR
AGEDGLO OGLAGOR
AGEDGLO DD POGLAGOR
AGEDGL« DD PAGLAGOR
GSDGO T/ D OR
LAKEIAIGR

kKTYGGYOGR

CCVTHDCCYKR

AVAEPGIOLKAVK

EKEVVLLVATEGR

TPcVGDKDSSPGVR

EGCYGDKDEFPGVR

GVOGPpGPTGkpGKR

NTDEDKWGDACDNCR

VSKEKEVVLLVATEGR

EITnGKPFFKDINECK

IGDOWDKOHDMGHMMR

IGDOW DkqHDMGHMMR

IGDOWDKOHDMGHMmR

GLLGPkGPpGIDGPPGVR

NIDSEEVGKIASNSATAFR

GppGPPGKPGDDGEAGKPGK
GpPGPpGknGDDGEAGKDPGK
GDRGDVGEKGPEGAPGKDGGR
GDRGDVGEKGPEGADGKDGGR
VGDTYERPKDSMIWDCTCIGAGR
TKTETITGFOVDAVPANGATPIOR
GFNCESKPEAEETCFDKYTGNTYR
VFLKGGSDSDASLVITDLTLEDYGR
DLPETLNELHLDHNKIQAIELEDLLR
DLPETLNELHLDHNKIGAIELEDLLR
VFLKGGSDSDASLVITDLTLEDYGRYK
VNSAYODKVSLPNYPAIPSDATLEVOSLR
VRVNSAYODKVSLPNYPAIPSDATLEVOSLR
GETGFOGKTGPPGPGGVVGPOGPTGETGPIGER
GEVGFOGKTGPpGPPGVVGPOGAAGETGPMGER
WCcGTTONYDADOKFGFCOMAAHEEICTTNEGVMYR

DNMKW cGTTaNYDADOKFGFCPMAAHEEICTTNEGVMYR
DNMKWcGTTONYDADAKFGFCPMAAHEEICTTNEGVMYR
DnMKW cGTTanYDADAKFGFCPMAAHEEICTTNEGVMYR
DNMKWcGTTanYDADAKFGFcPMAAHEEICTTNEGVMYR
AGEPGL DD QGLAGOR
AGEPGLO DDGPSG; OGLAGOR
AGEPGLOGPAGPPGEKGEPGDDGPSGAEGPPGPOGLAGOR
LODLAKK

LLOKDAR

ILkpalK

LIKOPRR

LSLKLPR

Protein Descriptions

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]|

Cartilage intermediate laver protein 1 OS=Homo saniens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Cartilage intermediate laver protein 2 O lomo sapiens GN=CILP2 PE=4 SV=
Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI]
Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD HUMAN]
Cartilage intermediate laver protein 1 OS=Homo saniens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]|
Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOAOB7X1T7 HUMANI
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA087WTA8 HUMANI|
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Cartilage intermediate laver protein 1 O lomo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Cartilage oliqomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMAN]
Collagen alpha-2(V1) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2 HUMAN]
Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOAOB7X1T7 HUMANI
Thymosin beta-4, Y-chromosomal OS=Homo sapiens GN=TMSB4Y PE=2 SV=3 - [TYB4Y HUMAN]
Fibrillin-1 0S=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Fibronectin O: lomo sapiens GN=FN1 P! S - [FINC HUMAN]

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]

Cartilage intermediate laver protein 2 0S=Homo saniens GN=CILP2 PE=4 SV=1 - [K7TEPJ4 HUMANI|Cartilage intermediate laver protein 2 0S=Homo sapiens GN=CILP2 PE=2 SV=2 -

Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 P!
Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 P
Collagen alpha-3(V1) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3 HUMAN]

Collagen alpha-1(V1) chain OS=Homo saniens GN=COL6A1 PE=1 SV=1 - [AOA087X0S5 HUMANI

- [K7EPJ4 HUMANI|Cartilage intermediate laver protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 -

Protein Groi Modifications

P35555 C1(C: C3(C: Ka(Carbamvl)
075339 K3(Carbamvl)

K7EPJ4;08I K3(Carbamvl)

P21810 K5(Carbamvl)

006828 K3(Carbamvl)

075339 K2(Carbamvl)

075339 K4(Carbamwl); C11(Carbamidomethvi)
AOAQB7X1T' K2(Carbamvi)

AOA087WT# K11(Carbamvl)

P02751 K10(Carbamvi)

075339 C4(Carbamidomethvl); K12(Carbamv)
G3XAP6  K6(Carbamvl); C11(C: C14(C:
P12110 N7(Deamidated); K11(Carbamvl)

AOA0B7X1T1 K5(Carbamvi)

014604 N-Term(Acetvl); K3(Carbamwl); M6(Oxidation)

P35555 N4(Deamidated); K6(Carbamvl); C15(Carbamidomethvl)
P02751 K7(Carbamvi)

P02751 K7(Carbamwl); M15(Oxidation)

P02751 Q4(Deamidated); K7(Carbamvl); M15(Oxidation)

K7EPJ4:08Il K8(Carbamvl)

P02461 P9(Oxidation); K12(Carbamvi)
HOYIS1 P5(Oxidation): K6(Carbamvi); P9(Oxidation): P12(Oxidation); P15(Oxidation)
P12111 K9(Carbamvl)

AAOA0B7X0SE K5(Carbamvi)

Collagen alpha-1(11) chain O lomo sapiens GN=COL2A1 P! S! -[CO2A1 HUMANI P02458 P3(Oxidation); P5(Oxidation); K8(Carbamvi)

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 P2(Oxidation): K8(Carbamvi): P9(Oxidation): P18(Oxidation)

Collagen alpha-1(11) chain O HUMANI P02458 P2(Oxidation): P6(Oxidation); K8(Carbamvi); P9(Oxidation); P18(Oxidation)
Collagen alpha-1(11) chain O HUMAN] P02458 P6(Oxidation): K8(Carbamvi)

Collagen alpha-1(11) chain O HUMAN] P02458 P6(Oxidation); K8(Carbamvl): P18(Oxidation)

Collagen alpha-1(11) chain O HUMAN] P02458 N3(Deamidated): P6(Oxidation): K8(Carbamvl): P18(Oxidation)

Collagen alpha-1(11) chain O HUMAN] P02458 P6(Oxidation): K8(Carbamvl); P15(Oxidation); P18(Oxidation)

Collagen alpha-1(11) chain O HUMAN] P02458 N3(Deamidated): P6(Oxidation): K8(Carbamvi): P15(Oxidation): P18(Oxidation)
Collagen alpha-1(11) chain O omo sapiens GN=COL2A1 P! HUMAN] P02458 K9(Carbamvi)

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 K9(Carbamwl): P15(Oxidation)

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN] P02751 K9(Carbamwi); C16(C: C18(C:

Hvaluronan and proteoalvcan link protein 1 0S=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANIIHval and link protein 1 0S=Homo sapiens ( P10915:D6R K4(Carbamvl)

Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMAN] P21810 K15(Carbamvi)

Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI P21810 K21(Carbamvi)

Collagen alpha-1(1) chain OS=Homo sapiens Gl =5 - [CO1A1 HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamvi)

Collagen alpha-1(11) chain O -[CO2A1 HUMANI P02458 P11(Oxidation): K18(Carbamvi): P23(Oxidation)

Collagen alpha-1(11) chain O -[CO2A1 HUMANI P02458 P11(Oxidation); N15(Deamidated); K18(Carbamvl); P23(Oxidation)

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI P02452 P8(Oxidation): P9(Oxidation): P11(Oxidation): K18(Carbamvl)

Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE=1 S' -[CO3A1 HUMANI] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamvi); P24(Oxidation); P27(Oxidation)
Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1 HUMANI P12107 K8(Carbamw): P14(Oxidation)

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [HOYIS1 HUMANI HoYIS1 K8(Carbamwl); P12(Oxidation); P15(Oxidation)

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 P3(Oxidation): P6(Oxidation): P11(Oxidation): K12(Carbamvl); P17(Oxidation); P2
Fibronectin OS=Homo sapiens GN=FN1 PE=1 S\ - [FINC HUMANI P02751 K4(Carbamwl); C6(C: C21(C: P22(Oxidation); C3
Fibronectin OS=Homo saniens GN=FN1 PE=1 SV=4 - [FINC HUMANI P02751 N2(Deamidated); K4(Carbamvl); C6(Carbamidomethvl): 010(Deamidated): N11(D
Fibronectin OS=Homo sapiens GN=FN1 PE=1 S\ - [FINC HUMANIT P02751 N2(Deamidated); K4(Carbamvl); C6(Carbamidomethv); O10(Deamidated): K17(Ci
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 P4(Oxidation): P9(Oxidation): P12(Oxidation): K16(Carbamvl)

Collagen alpha-1(11) chain O omo sapiens GN=COL2A1 P! S! -[CO2A1 HUMANI P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamvl); P3:
Collagen alpha-1(11) chain O lomo sapiens GN=COL2A1 P} S -[CO2A1 HUMAN] P02458 P4(Oxidation); Q7(Deamidated); P9(Oxidation); P12(Oxidation); P13(Oxidation); K
Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN] P02461 P6(Oxidation): P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(
Cartilage intermediate laver protein 2 0S=Homo sapiens GN=CILP2 PE=4 SV=1 - [K7TEPJ4 HUMAN] K7EPJ4 K3(Carbamyl)

Hvaluronan and proteoalycan link protein 1 OS=Homo sapiens GN=HAPLN1 P! SV=2-[HPLN1 HUI 1IHv: and link protein 1 (Fraai ) OS=Homo sapiens ( P10915:D6R K1(Carbamvi)

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN]
Thrombospondin-4 OS=Homo sapiens GN=THBS4 PE=4 S!

- [AOADB7X1T7 HUMANIIAdarecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA HUMAN]
- [ADA087X1T7 HUMANI|Aqarecan core protein OS=Homo sapiens G| \CAN PE=1 SV=2 - [PGCA HUMAN]
lomo sapiens GN=ACAN P - [AOA0B7X1T7 HUMANIIAdarecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA HUMAN]
Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1 HUMANI]

Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMAN]

Aaarecan core protein OS=Homo sapiens GN=ACAN P SV=1 - [AOA087X1T7 HUMANI|Aqarecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA HUMANI|
Fibrillin-1 0S=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Fibronectin O lomo sapiens GN=FN1 P! S - [FINC HUMANIT

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [HOYIS1 HUMANI]

Collagen alpha-3(V1) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3 HUMAN]

Collagen alpha-1(II) chain O - [CO2A1 HUMAN]

Collagen alpha-1(11) chain O -[CO2A1 HUMANI
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMAN]|
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN|

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI|Fibronectin (Fraament) OS=Homo sapiens GN=FN1 PE=1 SV=1- [HOY7Z1 HUMANI
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]

Hyaluronan and proteoalvcan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANI| and
Bialycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMAN]

Bialvcan OS=Homo sapiens G SV=2-[PGS1 HUMANI

link protein 1 (Fraal

P14555 C1(C: C2(C: i C7(C: C8(Carbami

- [E7ES19 HUMANIICartilage oliqomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMAM E7ES19:G3) K10(Carbamvl)

AOAQB7X1T} K2(Carbamvi)

AOAOB7X1T: C3(Carbamidomethyl); K7(Carbamvi)
AOADB7X1T’ C3(Carbamidomethyl); K7(Carbamvi)

P12107  P6(Oxidation): K11(Carbamyi): P12(Oxidation)
G3XAP6  K6(Carbamyl); C11(C: C14(C;
AOAOB7X1T: K5(Carbamyl)

P35555  Nd(Deamidated); K6(Carbamyl); C15(Carbamidomethyl)

PO2751  K7(Carbamvl)

P02751 K7(Carbamy); O8(Deamidated)

PO2751  K7(Carbamvi); M15(Oxidation)

HOYIS1 P5(Oxidation); K6(Carbaml); P9(Oxidation); P12(Oxidation); P15(Oxidation)
P12111  K9(Carbamvl)

P02458  P2(Oxidation); P3(Oxidation); K8(Carbamyl); P18(Oxidation)

P02458  P2(Oxidation): P6(Oxidation): K8(Carbamvl); P9(Oxidation): P18(Oxidation)
P02458 K9(Carbamyl)

P02458  K9(Carbamv): P15(Oxidation)

P02751 K9(Carbamyl); C16(C: C18(C:

P02751:HOY K2(Carbamvi): O19(Deamidated)
P02751 C4(C: K7(Carbamyl); C14(C

) OS=Homo sapiens ( P10915:D6R K4(Carbamvi)

P21810
P21810

K15(Carbamyl)
K15(Carbamvi): 017(Deamidated)

Hyaluronan and proteoalycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANI|Hvaluronan and proteoalycan link protein 1 (Fragment) OS=Homo sapiens ( P10915;D6R K4(Carbamyl)
B

Aaqarecan core protein OS=Homo saniens GN=ACAN P! - TAOAO87X1T7 HUMANIIAarecan core protein OS=Homo sapiens G|
Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOA0B7X1T7 HUMANI|Adarecan core protein OS=Homo sapiens GI
Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1 HUMAN]
Collagien alpha-2(X1) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [HOYIS1 HUMAN]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

B

CAN PE=1 SV=2 - [PGCA HUMANI
CAN PE=1 SV=2 - [PGCA HUMAN]

Fibronectin OS=Homo sapiens GN=FN1 P! - [FINC HUMAN]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]
- [FINC HUMANIT

Fibronectin OS=Homo sapiens GN=FN1 PE=1 S\
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI]
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMAN]
Sister chromatid cohesion protein PDS5 homoloa A OS=Homo sapiens GN=PDS5A PE=1 SV=1 - [PDS5A HUMANI
Polymerase delta-interacting protein 3 0S=Homo sapiens GN=POLDIP3 PE=1 SV=2 - [PDIP3 HUMANI
PH-interactina protein OS=Homo sapiens GN=PHIP PE=1 SV=2 - [PHIP. HUMAN]

veptide N i 15 OS=Homo sapiens GN=GLT15
Membrane progestin receptor aamma (Homo sapiens) GN=PAORS

AOAOB7X1T: K8(Carbamyl)
AOAOB7X1T? K10(Carbaml); P14(Oxidation)

P12107  K8(Carbamvi): P11(Oxidation)

HOYIS1 K8(Carbamyl); P12(Oxidation); P15(Oxidation)

PO2751  C2(Carbamidomethvl): K13(Carbamv): C17(Carbamidomethvi); P18(Oxidation): C
P02751  Ka(Carbamyl); C6(C: 010(D

PO2751  Kd4(Carbamvi): C6(C: N11(D 016(D c21(¢
PO2751  N2(Deami C6(C 010(D N11(D o1
PO2751  Kd4(Carbamvi): C6(C: 010(D N11(D o16(1
P02458 Q7(Deamidated); P9(Oxidation): P12(Oxidation); P13(Oxidation); K16(Carbamwvl)
P02458  P9(Oxidation): P12(Oxidation): P13(Oxidation): K16(Carbamvi): P19(Oxidation)
P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamvl); P1!
O29RF7  K6(Carbamvi)

Q9BY77 K4(Carbamyl)

0BWWOO  K3(Carbamyl): P4(Oxidation); O5(Deamidated)

08N3T1  K3(Carbamv)

O9NXKE  Ka(Carbamvi)

lonScore Charae

PNNRNNRRRNNARNTWRERWABENRRWREAVWWNRARRRONRNNRNNNONNORRANNNWRRRWRRRTARREAAWRRVVWRRVONNWAEERRAWNRNNNRNRNNNNNRN NN

m/z [Dal
549.7265
501.2907
507.3095
600.3544
688.8892
683.4138
700.8886
743.4175
633.8151
825.9349

869.45
949.8572
921.5024
600.6813
478.4872
661.9875
507.7221
511.7203
511.9711
716.0297
860.4257
886.9887
684.6726
720.0648
630.6374
635.9703

641.301
664.6818
670.0123
670.3399

675.345
675.6724
514.2474
518.2482
910.7417
905.4582
781.9122
747.6089
971.4787
975.8181
976.1493
976.8088
998.5005
1045512
1050.837
1120528
947.7987
948.3924

959.9977
934.9327
1256.903
1257.569
1279.902
507.3083
536.7619
534.5382
683.9074
743.4179
759.3544
836.3571
754.4007
949.8566
600.6802

661.988

507.7218
507.9704
681.9594
886.9876
684.6748
635.9691
641.3016
514.2485

690.658

910.7405
872.7819
982.7458
1357.681
781.9125
782.1607
1002.509
1073.551
873.2055
1045.505
1050.839

850.16

944.7991
1180.994
945.3929

948.39
1246575
1251571
1262.239
429.7555

443.761
450.2819
477.305
435.2812
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XAQTaLDk

|EEaKLLR

cDckPGYR

INKTKVLK

QVOKLEAK

LSKEAkaR

KDOKPVEK

KDKKLaOK

ISNIlkaFK

|EaLaQEKR

LOARKALSK

kAQLalnIK

KFYYITLLR

KEAELEKLK

KRrNSHAK

XAAGAQESIk

TLLIKTVETR

GOKAANLDLK

LkmppVLEER

kORELEEQTR

ALVKOEELKR

VLSPADKTNVK

KITAIPIDAKD

RGMKGDTVnVR

YLAEVATGEKR

KLEpSDKVVPR

ARKWaaLaAkR

GADGSPGKDGVR

KLVAASOAALGL

LKECcCEKPLLEK

XDHIaaAKYaGR

qaVkDLEEHWOR

XOPGAGGDHTDHkK

AlGEArOmkKEALR

NGDKGHAGLAGAR

GPAGPSGPAGKDGR

XGLGGGDSGDGTAR

ISMPDVGLNLKAPK

KVESLOEEIAFLKK

kIPIVHRVLKIHEK

KSNLWkaLanLOKR

kVPOVSTPTLVEVSR

GLDGTAGLDGMKGHR

kDAcaGDSGGPLVcK

VLGAAYkDKERLONTR

LALDERGOKLGDLEER

GkoGDMGPPGPOGPDGK

VFDEFKPLVEEPONLIK

GFDGADGVAGPKGPAGER

GFpGADGVAGDKGPAGER

GPAGPNGIDGEKGPAGER

GPAGPNGInGEKGPAGER

aCGLVASNLNLKPGECLR

SDKPDMAEIEKFDKSKLK

MDNSGKEAEAMALLAEAER

AQYESIAAKNLOEAEEW YK

HKVYACEVTHOGLSSPVTK

LEnYDDpHKTPASPVVHIR

MENHKSNNKENITIVDISR

MDNSGKEAEAMALLAEAERK

GEPGPVGVOGPPGPAGEEGKR

FLEOONKILLAELEOLKGOGK

GPTGDPGKNGDKGHAGLAGAR

GPTGDpGKNGDKGHAGLAGAR

GPTGDPGKNGDKGHAGLAGAR

GDRGDAGPKGADGSPGKDGVR

GDRGDAGPKGADGSPGKDGVR

AOQYESIAAKNLOEAEEW YKSK

XDLSSKTALLADVODENKLFK

GFAFVTFESPADAKAAATDMNGK

HOGVMVGMGOKDSYVGDEAQSKR

kDDPIGNLNTAFEVAEKYLDIPK

GOAGVMGFPGPkGAAGEPGKAGER

GOAGVMGFpGPKGAAGEPGKAGER

STVHEILCKLSLEGDHSTPPSAYGSVK

XODLDGGKEHERITDVLDOKNYVEELNR

FFKSDFEAaNGTMGNVCLFLNLANDPTIER

FFKSDFEAaNGTMGNVCLFLNLANDPTIER

TDDKDVLRDVWFGHPTCFTLYODEITER

GGLGSPGPkGDKGEPGGPGADGVPGKDGPR

CCAAADPHECYAKVFDEFKPLVEEPONLIK

NGEKGETGADGLKGENGLDGENGADGPMGPR

NGEKGETGAPGLKGENGLPGENGAPGPMGPR

NKDTGTYEDFVEGLRVFDKEGNGTVMGAELR

SHCIAEVENDEMPADLPSLAADFVESKDVCK

NKDTGTYEDFVEGLRVFDKEGNGTVMGAELR

NKDTGTYEDFVEGLIVFDKEGNGTVMGAELR
DGAKGLT DGK

AOKGOLSDDEKFLFVDKNFINSPVAQADWAAK

TKDOVLLLIDIOVSYINTNHEDFIGFANAOOR

GLTGPIGPPGPAGAPGDKGESGPSGPAGPTGAR

GLTGPIGPPGPAGADGDKGESGPSGPAGPTGAR

GLTGPIGPPGPAGADGDKGESGPSGPAGPTGAR

GPTGPIGPPGPAGODPGDKGEGGADGLDGIAGPR

TGl PGAD(
MDSAGODINLNSpNKGLLSDSMTDVPVDTGVAAR
MDSAGODINLNSpNKGLLSDSMTDVPVDTGVAAR
FAVTNOIGPVKEDSDPTPGNPcYDGSHMcDTTAR

Beclin 1 0S=Homo saniens GN = BECN1 HUMAN

Nexilin OS=Homo sapiens GN=NEXN PE=1 SV=1 - [NEXN HUMAN]

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMANI
Lysophosphatidic acid receptor 6 (Homo sapiens) GN=LPARG

Myosin-7B OS=Homo sapiens GN=MYH7B PE=1 SV=3 - IMYH7B HUMAN]
Mitochondrial import receptor subunit TOM7 homolog OS=Homo sapiens GN=TOMM?7 P
ATP-bindina cassette sub-family A member 12 0S=Homo sapiens GN=ABCA12 PE=1 S\
Trichohvalin OS=Homo sapiens GN=TCHH PE=1 SV=2 - [TRHY HUMANI|

SV=2 - [A6NIV2 HUMAN]
- [ABCAC HUMANI

Ras-related GTP-bindina protein B OS=Homo sapiens GN=RRAGB PE=1 SV=1 - [RRAGB HUMANIIRas-related GTP-bindina protein A OS=Homo sapiens GN=RRAGA PE=1 SV=1 -

Rho quanine nucleotide exchange factor 33 0S=Homo sapiens GN=ARG33, Leucine zipper putative tumor suppressor 1 OS = Homo sapiens, GN=LZTS1
Nucleoporin NUP53 OS=Homo sapiens GN=NUP35 PE=1 SV=1 - INUP53 HUMANI

DNA polymerase kappa (Homo sapiens) G| 6RAI7

Heparan-sulfate 6-O-sulfotransferase 1 OS=Homo sapiens GN=HS6ST1 PE=1 SV=5 - [H6ST1 HUMANI

Ecto-NOX disulfide-thiol exchanaer 2 0S=Homo sapiens GN=ENOX2 PE=1 SV=2 - [ENOX2 HUMANI|

408 ribosomal protein $26 OS=Homo sapiens GN=RPS26 PE=1 SV=3 - [RS$26 HUMANI

Zymogen aranule protein 16 homoloa B OS=Homo sapiens GN=2G16B

Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME HUMANI

Transmembrane channel-like protein 1 O lomo sapiens GN=TMC1 PE=1 SV=2 - [TMC1 HUMAN]

28S ribosomal protein S22, mitochondrial OS=Homo sapiens GN=MRPS22 PE=1 SV=1 - [G5E9W7 HUMANI

Radixin OS=Homo sapiens GN=RDX PE=1 SV=1 - [RADI HUMANI]

MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - IMICLK HUMANI

Hemoalobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2 - [HBA HUMANI|

Polv [ADP-ribosel polvmerase OS=homo sabiens

Outer dense fiber protein 2 0S=Homo sapiens GN=ODF2 PE=1 SV=1 - [ODFP2 HUMAN]

14-3-3 protein aamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMAN]

Titin OS=Homo sapiens GN=TTN PE=4 SV=1 - [ACAOAOMTS7 HUMANI

Pre-mRNA-processina-splicina factor 8 0S=Homo sapiens GN=PRPF8 PE=1 SV=2 - [PRP8 HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

V-set and immunoalobulin domain-containina protein 4 OS=Homo sapiens GN=VSIG4 PE=1 SV=1 - [VSIG4 HUMAN]
Ecotropic viral intearation site 5 protein homolog OS=Homo sapiens GN=EVI5 PE=1 SV=3 - [EVI5S HUMAN]

Solute carrier familv 26 member 6 OS=homo sapiens. GN=H7BZB1

Transcription factor SOX-5 OS=Homo Sapiens GN=SOX5

Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACAO87WTA8 HUMAN]

Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA0O87WTA8 HUMANI]

RUN and FYVE domain-containina protein 1 (Fraament) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [J3KPP6 HUMANI
Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 - [AHNK HUMAN]
Vimentin OS=Homo saiens GN=VIM PE=1 SV=4 - [VIME HUMANIIVimentin OS=Homo sapiens GN=VIM PE=3 SV=1 - [B0YJC4 HUMANI
Putative sianal peptidase complex catalvtic subunit SEC11B OS=Homo sapiens GN=SEC11B PE=5 SV=1- [SC11B HUMANI|
Coiled-coil d t protein 908, ial (Homo sabiens) 05

Serum albumin OS=Homo sapiens GN=ALB P SV=2-[ALBU HUMANI]

Collagen alpha-1(1) chain OS=Homo saniens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Transmembrane protease serine 6 (Homo sapiens) GN=TMPS6

EF-hand calcium-bindina domain-containina protein 8 OS=Homo sapiens GN=EFCAB8 PE=4 SV=1 - [AOA096LNH2 HUMANI
Syntaxin-bindina protein 5 OS=Homo sapiens GN=STXBP5 PE=1 SV=1 - [STXBS HUMANI|

Collagen alpha-1(XIIl) chain OS=Homo sapiens GN=CODA1

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Collagen alpha-1(1) chain OS=Homo saniens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI

Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN]

Galectin-1 0S=Homo sapiens GN=LGALS1 PE=1 SV=2 - [LEG1 HUMAN|

Thymosin beta-4 OS=Homo sapiens GN=TMSB4X PE=1 SV=2 - [TYB4 HUMANI

Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3 - [SNAA HUMAN]

Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI HUMAN]

014457
0Q0zGT2
P35555
P43657
ATE2Y1
Q9POUL
086UKO
007283
05VZM2:07
ABMVXO0, O¢
O8NFH5
D6RAI7
060243
016206
P62854
Q96DA0
P08670
08TDI8
G5EQW7
P35241
06ZW33
P69905
Q49AI7. F5F
O5BJF6
P61981
AOAOAOMTE
06P209
P02452
P02768
P02768
09Y279
060447
H7BZB1
P35711
AOAOBTWTZ
AOAOB7TWT/A
096T51
009666
P08670:B0Y.
POC7V7
E9PKO5
P02768
P02452
08luso
AOAD96LNH
05T5CO
O5TAT6
P02768
P02452
P02452
P02461
P02461
P09382
P62328
P54920
P41219

X1(RY; N-Term(Carba): O5(Deamidated): K8(Carbamvl)
O4(Deamidated); K5(Carbamvl)

ci(c: ca(c Kd(Carbamvi)
K3(Carbamyl)

O1(Deamidated); K4(Carbamvl)

K6(Carbamyl); O7(Deamidated)

Ka(Carbamyl)

K3(Carbamyl); O6(Deamidated)

K6(Carbamvl): O7(Deamidated)

O3(Deamidated); O5(Deamidated); K8(Carbamyi)
K5(Carbamyl)

K1(Carbamyl); O5(Deamidated): N7(Deamidated)
K1(Carbamyl)

K1(Carbamyl)

K1(Carbamwl): R3(Ara->): N4(Deamidated): N5(Deamidated)
X1(M); O3(Deamidated): O6(Deamidated); K10(Carbamyl)
K5(Carbamyl)

K3(Carbamyl): N6(Deamidated)

K2(Carbamyl): M3(Oxidation); P4(Oxidation): P5(Oxidation)
K1(Carbamyl)

O1(Deamidated); K4(Carbamvl)

K7(Carbamyl)

K1(Carbamwl): R2(Ara->): P8(Oxidation): P11(Oxidation)
K4(Carbamyl); N9(Deamidated)
K10(Carbamvl)

P4(Oxidation); K7(Carbamyl)
05(D i 06(Dt
K8(Carbamyl)

K1(Carbamyl)

K2(Carbamyl); C4(C C5(C:

X1(0); O5(Deamidated): O6(Deamidated): K8(Carbamvi): 010(Deamidated)
O1(Deamidated); O2(Deamidated); K4(Carbamvi)

X1(A): P8(Oxidation): P11(Oxidation): K13(Carbamvl)

O3(Deamidated); R6(Ara->); M8(Oxidation); K9(Carbamvl); O11(Deamidated)
Ka(Carbamyl)

K11(Carbamvl)

N-Term(Acetv): X1(K): X1(Carbamvi)

N9(Deamidated): K11(Carbamvi)

K13(Carbamvi)

K1(Carbamyl)

K6(Carbamvl): O7(Deami 09(D N10(D

K1(Carbamyl)

P3(Oxidation): P9(Oxidation): M11(Oxidation): K12(Carbamvl)
K1(Carbamyl); C4(C 05(D C14(Ci
K7(Carbamwl): P8(Oxidation): K9(Carbamwl): N14(Deamidated)
K9(Carbamyl)

K2(Carbamwl): P3(Oxidation): M6(Oxidation): P15(Oxidation)

K6(Carbamyl)

P3(Oxidation): K12(Carbamvl)

P3(Oxidation): P11(Oxidation): K12(Carbamvl)

P9(Oxidation): K12(Carbamvl)

P9(Oxidation): K12(Carbamvi); P14(Oxidation)

N-T¢ ; C2(Ci K12(Carbamyl); C16(C
K3(Carbamyl)

K6(Carbamyl)

K9(Carbamyl)

08(Deami K10(Carbamvl)

Ia kappa chain C region OS=Homo sapiens GN=IGKC PE=4 SV=1 - [AOA087X130 HUMANI|Protein IGKV3-11 OS=Homo sapiens GN=IGKV3-11 PE=4 SV=1 - [AOAOS7WZW8 HUM/ AOAOB7X13( K2(Carbamyl); C6(Carbamidomethyl)

Heteroaeneous nuclear ribonucleoprotein L (Fragment) OS=Homo sapiens GN=HNRNPL PE=1 SV=1 - [MOR1IW6 HUMANI|
Transmembrane protein 126A OS=Homo sapiens GN=TMEM126A PE=1 SV=1 - [T126A HUMAN]

Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3 - [SNAA HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME HUMANI|Vimentin OS=Homo sapiens GN=VIM PE=3 SV=1 - [BOYJC4 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMAN]

Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV=1 - [ADAO87WTA8 HUMANI]

Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI HUMAN]

Kinectin (Fragment) OS=Homo sapiens GN=KTN1 PE=1 SV=1 - [HOYJV5 HUMAN]

RNA-bindina motif protein, X-linked-like-2 OS=Homo sapiens GN=RBMXL2 PE=1 SV=3 - [RMXL2 HUMANIIRNA-bindina motif protein, X-linked-like-3 OS=Homo sapiens GN=RBMXL3
CTC1 PE=1 SV=1- [ACTC HUMANI|Actin, gamma-enteric smooth muscle OS=Homo sapiens GN=ACTG2 PE=1 SV=1 - [ACTI

Actin, alpha cardiac muscle 1 OS=Homo sapiens Gl
Alpha-actinin-3 OS=Homo sapiens GN=ACTN3 PE=1 SV=2 - [ACTN3 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 - [ANXA2 HUMAN]

RUN and FYVE domain-containina protein 1 (Fraoment) OS=Homo saniens GN=RUFY1 PE=1 SV=1 - [HOYA47 HUMAN]
V-type proton ATPase subunit B, kidney isoform OS=Homo sapiens GN=ATP6V1B1 PE=3 SV=1 - [C9JL73 HUMAN]
V-type proton ATPase subunit B, kidnev isoform OS=Homo saniens GN=ATP6V1B1 P! -1C9IL73 HUMANI
Autophaay protein 5 0S=Homo sapiens GN=ATG5 PE=1 SV=2 - [ATG5 HUMANI

Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Collagen alpha-1(1ll) chain O! lomo sapiens GN=COL3AL1 P S -[CO3A1 HUMANI]

Collagen alpha-1(1ll) chain O!

SV

Serum albumin OS=Homo sapiens GN=ALB PE=1 S!
Mvosin liaht chain 3 0S=Homo sapiens GN=MYL3 P!
Myosin light chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV=3 - [MYL3 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11 HUMANI

Dynamin-3 OS=Homo sapiens GN=DNM3 PE=1 SV=4 - [DYN3 HUMANIIDvnamin-2 OS=Homo sapiens GN=DNM2 PE=1 SV=2 - [DYN2 HUMANI
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1ll) chain O! lomo sapiens GN=COL3AL1 P S -[CO3A1 HUMANI]

Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN]

Tumor protein D54 OS=Homo sapiens G PDS52L2 Pl S! - [ADAO87WZ51 HUMAN]

Tumor protein D54 OS=Homo sapiens GN=TPD52L2 PE=1 SV=1 - [AOA087WZ51 HUMANI
Nidoaen-2 OS=Homo sapiens GN=NID2 PE=1 SV=3 - [NID2 HUMANI]

MOR1W6
Q9HO61
P54920
P02452
P08670;BOY.
AOAOBTWTZ
AOAOB7TWT/A
AOAOBTWTZ
P02452
P02452
P41219
HOYJVS
O8N7X1
P68032;P63.
008043
P02452
P02452
P07355
0Q96T51
P15313
P15313
Q9H1Y0
P02461
P02768
P02461
P02461
P08590
P02768
P08590
P08590
P02452
P35749
P50570
P02452
P02452
P02452
P02461
P02461
AOA0B7WZE
AOAOBTWZ5
014112

N3(Deamidated): P7(Oxidation); K9(Carbamvi)

K5(Carbamyl); N8(Deamidated); N11(Deamidated)

K6(Carbamyl): M11(Oxidation)

P5(Oxidation); P12(Oxidation); K20(Carbamyl)

K7(Carbamyl)

K8(Carbamyl)

P6(Oxidation): K8(Carbamvl)

P6(Oxidation); K8(Carbamyl); N9(Deamidated)

K9(Carbamyl)

K9(Carbamy)); P15(Oxidation)

K9(Carbamyl)

X1(K); X1(Carbamyl); K6(Carbamvl); O8(Deamidated); Q11(Deamidated)
K14(Carbamv): R18(Ara->)

K11(Carbamyl)

K1(Carbamyl)

P9(Oxidation); P11(Oxidation); K12(Carbamyl)

M6(Oxidation): P9(Oxidation): K12(Carbamvl): P18(Oxidation)

N-Term(Acetyl); C8(Carbamidomethyl); K9(Carbamvi)

N-Term(Carba); X1(O): K8(Carbamvi)

K3(Carbamyl); O8(Deami N9(D C16(Ci

K3(Carbamyl): O8(D N9(D N14(D C16(Carban
K4(Carbamy)); R14(Arg->); C18(Carbamidomethyl)

P8(Oxidation): K9(Carbamyl): P15(Oxidation)

C1(Ci c2(C C10(C; K13(Carba
K4(Carbamyl): P10(Oxidation): P19(Oxidation): N22(Deamidated): P25(Oxidation)
N1(Deamidated); P10(Oxidation); K13(Carbamvl); N16(Deamidated); P19(Oxidatic
K2(Carbamyl): N22(Deamidated)

C3(C K27(Carbaml); C30(C:

K2(Carbamyl)

R15(Arg->); K19(Carbamvl); N22(Deamidated)

P3(Oxidation): P9(Oxidation); P15(Oxidation); K18(Carbamvi): P24(Oxidation); P2
K11(Carbamvl)

K2(Carbamwl): N17(Deamidated)

P11(Oxidation); K18(Carbaml)

P11(Oxidation); P15(Oxidation): K18(Carbamvi)

P9(Oxidation); P11(Oxidation); P15(Oxidation); K18(Carbamyl)

P11(Oxidation); P15(Oxidation): K18(Carbamvi); P24(Oxidation): P27(Oxidation)
P3(Oxidation); P11(Oxidation); P18(Oxidation); P21(Oxidation); P27(Oxidation); K:
P13(Oxidation); K15(Carbamyi)

M1(Oxidation); P13(Oxidation); K15(Carbamyl)

K11(Carbamvl); C22(C: C29(C:

PPV WRRREDR AT WNRARE AN WNWRRNWEAWARWARRAVWRARAWRANNNNNWWARWWRNANURNRNNORNNONNNNENNRNONGORNRNNNO®ENRNRRNNNRNRNRN NN N

523.7648
536.804
549.729

493.8214

494.2772

502.2752

507.7827

530.3132

567.8298

608.8117

529.3225

550.82

420.5762

377.5552

386.1991

554.2544

608.8674

561.2977

651.8442

453.9004

438.9176
607.841

423.2465

638.8294

640.3304

663.8713

486.9353

579.7782

592.8555

795.4091

759.3477

547.5984

665.3222

831.9063

422.8809
633.813

666.8082

763.9171

568.9887

351.4266

458.2553

841.9758
513.929

545.9133

649.6912

471.9975

555.5919

696.7078

849.9146

857.9141

860.4259

868.4218

1029.023

538.78

693.6518

772.0391

546.7796

562.7769

572.5355
741.686

682.9982

824.1294

494.7475

664.6608

498.9929

503.7437

676.6562

633.0606

642.0827

815.7212

638.3007

878.4559

767.7059

773.0375

999.8277

686.3415

1141533
1141.86

908.9459

687.0866

906.1765

760.1058

1013.469

699.1373

1173.861

698.9399

873.9154

980.1303

906.7114

937.7316

966.1425

971.4777

976.8088

998.4981

1061.146

1183.236

1188.565

1260.895



3 SGWESYYKTEGDEEAEEEQEENLEASGDYKYSGR
3 VHTEccHGDLLECADDRADLAKYICENODSISSK
KVEPKSCDKTHTCODCDAPELLGGPSVFLFPPKPK
WcGTTONYDADOKFGFcPMAAHEEICTTNEGVmMYR
WCcGTTONYDADOKFGFCOMAAHEEICTTNEGVMYR
GGAGpPGPEGGKGAAGPPGPPGAAGTPGLOGMPGER
GGAGDPGDPEGGKGAAGPPGPDGAAGTDGLOGMDGER
GANGAPGNDGAKGDAGAPGAPGSQOGADGLOGMDPGER
GANGAPGNDGAKGDAGADPGADGSOGADGLOGMDGER
PSGD T PGER
GANGADGNDGAKGDAGADGADGSOGADGLOGMPGER
GANGADGNDGAKGDAGADGADGSOGAPGLOGMPGER
T DGER

T, PGER
GFSGLDGAKGDAGPAGPKGEDGSDGENGADGOMGPR
GLPGLKGHNGLAGLPGIAGHHGDOGAPGSVGPAGPR
GLPGLKGHNGLAGLPGIAGHHGDOGANGSVGPAGPR
HVLVTLGEKMTEEEVEMLVAGHEDSNGCINYEELVR
CFDHAAGTSYVVGETWEKPYOGWMMVDCTCLGEGSGR
CFDHAAGTSYVVGETWEKPYaGWmMVDCcTcLGEGSGR
cLcYDGFMASEDMKTCVDVNECDLNPNICLSGTCENTK
GNDGAT( T DD OGPR
GNDGATGAAGPPGPTGPAGDDGFPGAVGAKGEAGPOGPR

LCYVALDFEQEMATAASSSSLEKSYELPDGOVITIGNER
VIMroVSAAQKDELILEGNDIELVSNSAALIOQATTVK
VMroVSaAakDELILEGNDIELVSNSAALIOOATTVK
'VRMrpVSAAakDELILEGNDIELVSnSAALIQOATTVK
VrmroVSaAakDELILEGNDIELVSNSAALIOOATTVK
LKECCEKPLLEKSHCIAEVENDEMPADLPSLAADFVESK
D TTONYDADO TTNEGVMYR
D! TTONYDADal HEEICTTNEGVMYR
SSEEGKLFVGGLNFNTDEOALEDHFSSFGPISEVVVVKDR
VTGSLETKYrWTEYGLTFTEKWnTDNTLGTEITVEDOLAR
GSDGO T OR
GSDGO T, il OR
GSD¢ T, OR
PGl DGO PGAR

GEVGLPGL! TGAK L DGPR
GEVGLPGL! TGAK L LoGPR
GEVGLPGL! TGAK L DGPR
GEVGLPGL! TGAK L LoGPR

TGEVGAVGDPGFAGEKGPSGEAGTAGPPGTPGDOGLLGADGILGLDGSR
O F

GSEGPO! D

GSEGPO! DGO
XIAIKOK

LLOKDAR

FGIGKGK

XAOTaLDk

XAQTaLDk

cDCckPGYR

kMcccPSN

KDOKPVEK

KDKkLaOK

LALLKAPAK
NKAAAVIGR
KEAELEKLK
kRrnnSHAK

KFYYITLLR
XRKGPAPAGR
SVMKTNDIVR
LkmppVLEER
ALVKQEELKR
kORELEEOQTR
aNkGPSYGMSR
YLAEVATGEKR
MEKTELIOKAK
rIkVOEVILSR
GADGSPGKDGVR
KLVAASOAALGL
VTkecTESLVNR
LKECcCEKPLLEK
XODLDGGKEHER
NGDKGHAGLAGAR
LkGAGTGINLLKK
KPLTYaTKaLIAR
GPAGPSGPAGKDGR
XGLGGGDSGDGTAR
ADDKETCFAEEGKK
YICENODSISSKLK
KVESLOEEIAFLKK
LLATNPSFKEVLSR
KWLLFDPGQEEALR
KVPOVSTPTLVEVSR
AEFAEVSKLVTDLTK
KKAEGGGAEEGAGAR
IGOPKKOIVPKTVER
kOKELSEGEEKGDDEK
TGTETOAKFTSVELLR
nNcWKEKaaSEGLLYR
GkPGDMGPPGPOGPPGK
GkpGDmMGPPGPOGPPGK
LLLPGELAKHAVSEGTK
SLHTLFGDKLCTVATLR
VFDEFKPLVEEPONLIK
4 YDnVLPPaSLKAKAEIR
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X-ray repair cross-complementing protein 6 OS=Homo sapiens GN=XRCC6 PE=1 SV=2 - [XRCC6 HUMANI]
Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

la aamma-1 chain C redion OS=Homo sapiens Gl
Fibronectin OS=Homo sapiens GN=FN1 PE=1 S\ - [FINC HUMAN]

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Collagen alpha-1(1ll) chain O lomo sapiens GN=COL3A1 P! -[CO3A1 HUMANI|
Collagen alpha-1(11l) chain O i - [CO3A1 HUMANI
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA087WTA8 HUMANI]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI
Mvyosin liaht polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=1 - [GBILA2 HUMAN]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Fibronectin O:
Fibrillin-1 OS:
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|
Actin. cvtoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=:
60S ribosomal protein L9 (Fraament) OS=Homo sapiens GN=RPL9 PE=1 SV=
60S ribosomal protein L9 (Fraament) OS=Homo sapiens GN=RPL9 PE=1 SV=
60S ribosomal protein L9 (Fraament) O
60S ribosomal protein L9 (Fraament) O!

- [D6RAN4 HUMANI]
- [DBRAN4 HUMANI
- [D6RAN4 HUMANI]
- [DBRAN4 HUMANI

Fibronectin O
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=:
RNA-bindina protein 3 0S=Homo saniens GN=RBM3 PE=1 SV=1 - [RBM3 HUMANI]

Voltage-dependent anion-selective channel protein 1 OS=Homo sapiens GN=VDAC1 PE=1 SV=2 - [VDAC1 HUMAN]
Collagen alpha-1(Ill) chain OS=Homo saniens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI

Collagen alpha-1(1ll) chain O lomo sapiens GN=COL3A1 P S

Collagen alpha-1(1ll) chain O!
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Polvmerase delta-interactina protein 3 OS=Homo sabiens GN=POLDIP3 PE=1 SV=2 - [PDIP3 HUMANI

Kinetochore scaffold 1 (Homo sapiens) GN=KNL1

Beclin 1 0S=Homo saiens GN = BECN1 HUMAN

Beclin 1 OS=Homo sapiens GN = BECN1 HUMAN

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Fibrillin-3 (Homo sapiens) GN=FBN3

ATP-binding cassette sub-family A member 12 0S=Homo sapiens GN=ABCA12 PE=1 SV=3 - [ABCAC HUMANI]
Trichohvalin OS=Homo sapiens GN=TCHH PE=1 SV=2 - [TRHY HUMANI]

Levdiq cell tumor 10 kDa protein homolog GN=L10K

Inversin OS=Homo sapiens GN=INVS PE=1 SV=2 - [INVS HUMANI]

Ecto-NOX disulfide-thiol exchanger 2 0S=Homo sapiens GN=ENOX2 PE=1 SV=2 - [ENOX2 HUMAN]

Putative 40S ribosomal protein S26-like 1 OS=Homo sapiens GN=RPS26P11 PE=5 SV=1 - [RS26L. HUMANI
Heparan-sulfate 6-O-sulfotransferase 1 0S=Homo sapiens GN=HS6ST1 PE=1 SV=5 - [H6ST1 HUMANI
Autophaay-related protein 16-2 (Homo sapiens) GN=HOYFGO

26S proteasome non-ATPase requlatory subunit 5 0S=Homo sapiens GN=PSMD5 PE=1 SV=3 - [PSMD5 HUMAN]

28S ribosomal protein S22, mitochondrial (Fraament) OS=Homo sapiens GN=MRPS22 P SV=1-[H7C5F2 HUMAN]
MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - IMICLK HUMAN]

Radixin OS=Homo sapiens GN=RDX PE=1 SV=1 - [RADI HUMANI

Transgelin OS=Homo sapiens GN=TAGLN PE=1 SV=4 - [TAGL HUMAN|

14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMANI

14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 - [1433T HUMAN]

tRNA-splicing endonuclease subunit Sen2 OS=Homo sapiens GN=TSEN2 PE=2 SV=2 - [SEN2 HUMAN]|

Collagen alpha-1(I) chain OS=Homo sapiens G|
Serum albumin O lomo sapiens GN=ALB P
Serum albumin OS=Homo sapiens GN=ALB PE=:
Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=:
RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [HOYA47 HUMAN|
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA0O87WTA8 HUMANI]

V-type proton ATPase subunit D (Homo sapiens) GN=VATD

Chromosome transmission fidelity protein 18 homoloa OS=Homo saniens GN=CHTF18 PE=1 SV=2 - [ETEXA6 HUMANI
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMAN]

RUN and FYVE domain-containina protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [J3KPP6 HUMANI
Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME HUMAN]

Rho quanine nucleotide exchanae factor 26 0S=Homo sapiens GN=ARHGEF26 PE=1 SV=4 - [ARHGO HUMAN]

JmiC domain-containing protein 4 (Homo sapiens)

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Cleavade and polvadenviation specificity factor subunit 1 0S=Homo sapiens GN=CPSF1 PE=1 SV=2 - [CPSF1 HUMAN]
Bridaina intearator 3 OS=Homo sapiens GN=BIN3 PE=4 SV=1 - [ESRJI6 HUMANI
Sodium channel protein tvoe 8 subunit alpha (Homo sapiens) GN=SCN8A

Multidrug resistance-associated protein 9 OS=Homo sapiens GN=ABCC12 PE=1 SV
DnaJ homoloa subfamily B member 12 OS=Homo saniens GN=DNAJB12 PE=1 SV=
Collagen alpha-1(XIIl) chain (Fragment) OS=Homo sapiens Gl OL13A1 P
Collagen alpha-1(XIIl) chain (Fraament) OS=Homo sapiens Gl OL13A1 PI

- [IMRP9 HUMAN]
-DJB12 HUMAN]
- [H7BYT9 HUMAN]
- [H7BYT9 HUMANI

IGHG1 PE=1 SV=1- IGHG1 HUMANIlla aamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [ADA087X079 HL P01857:A0A K5(Carbamvi); C7(C:

- [ACTB HUMANIIActin, cvtoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1- [ACTG HUMANIIPOTE ankvrin ¢

P12956 K8(Carbamwi): O19(Deamidated)

P02768 C5(C: CB(C: C13(C: K22(Carba
K9(Carbamwl): C13(C:

P02751 C2(Carbamidomethvl); K13(Carbamvl): C17(Carbamidomethvl); C26(Carbamidom
P02751 C2(Carbamidomethvl): N7(Deamidated): K13(Carbamvl); C17(Carbamidomethvi):
P02461 P5(Oxidation); K12(Carbamvi); P20(Oxidation); P21(Oxidation); P27(Oxidation); P:

P02461 P5(Oxidation): P6(Oxidation): P8(Oxidation): K12(Carbamvl); P21(Oxidation): P27/
P02452 K12(Carbamvl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)
P02452 N8(Deamidated); K12(Carbamv): P18(Oxidation): P21(Oxidation): P27(Oxidation).
AOA087WT/ P2(Oxidation); P5S(Oxidation); K12(Carbamwi); P33(Oxidation)

P02452 P6(Oxidation): K12(Carbami): P18(Oxidation): P21(Oxidation); P27(Oxidation); P:

P02452 N3(Deamidated); P6(Oxidation); K12(Carbamvl); P18(Oxidation); P21(Oxidation); |
AOA0B7WT# P2(Oxidation): P5(Oxidation): P6(Oxidation): K12(Carbamvl); P33(Oxidation)
AOA087WT/ P2(Oxidation); P5S(Oxidation); P6(Oxidation); P8(Oxidation); K12(Carbamvi); P33(C
P02452 K18(Carbamvi); P21(Oxidation): P24(Oxidation): P30(Oxidation)

AOAD87WT/ P3(Oxidation); K6(Carbamvl); Q12(Deamidated); P15(Oxidation); P27(Oxidation)
AOA0B7WT# P3(Oxidation): K6(Carbamvi): N9(Deamidated); O12(Deamidated); P15(Oxidation)
GB8JLA2 K9(Carbamwl); M17(Oxidation); N26(Deamidated); C28(Carbamidomethvi)
P02751 C1(Carbamidomethvl); K18(Carbamvl); M25(Oxidation); C28(Carbamidomethi): C
P02751 C1(Carbamidomethvl); K18(Carbamvl): O21(Deamidated); M24(Oxidation); C28(C

P35555 C1(C: C3(C:i MB8(Oxidation): K14(Carbamvl); C1€
P02452 P20(Oxidation); P21(Oxidation); K30(Carbamvi)
P02452 N2(Deamidated); P20(Oxidation): P21(Oxidation): K30(Carbamvi)

P02452  N2(Deamidated): P9(Oxidation); K12(Carbamv); P21(Oxidation): P23(Oxidation): |

P60709:P63; C2(Carbamidomethvl): M12(Oxidation): K23(Carbamvl)

DB6RAN4  R1(Ara->); R3(Ara->); R5(Ara->); P6(Oxidation): O9(Deamidated); K12(Carbamyl)

DBRAN4  RI(Ara->): R3(Ara->): R5(Ara->); P6(Oxidation): O9(Deamidated): O11(Deamidat

DB6RAN4  RI(Ara->); R5(Ara->); P6(Oxidation); O9(Deamidated): O11(Deamidated); K12(Cz

DBRAN4  RI(Ara->): R3(Ara->): M4(Oxidation): RS(Ara->): P6(Oxidation): O9(Deamidated):

P02768  CA(C: C5(C: K12(Carbamyl); C15(Carbamidome:

P02751  C6(Carbamidomethvi): K17(Carbamv): C21(Carbamidomethvl): P22(Oxidation): C

PO2751  M3(Oxidation); C6(Carbamidomethvi); O16(Deamidated): K17(Carbamvl); C21(Ca

P98179  K6(Carbamvi)

P21796  R10(Ara->); K21(Carbamv): N23(Deamidated)

P02461  PB(Oxidation): P8(Oxidation): P9(Oxidation): P11(Oxidation): P12(Oxidation): P18

PO2461  P6(Oxidation); P8(Oxidation): P9(Oxidation); P11(Oxidation); P12(Oxidation): P18(

P02461  OS5(Deamidated): P6(Oxidation): P8(Oxidation): P9(Oxidation): P11(Oxidation): P1

P02452  P3(Oxidation); P5(Oxidation): N17(Deamidated): P24(Oxidation): K27(Carbamvi): |

P02452  P3(Oxidation): P5(Oxidation): P6(Oxidation): P8(Oxidation): K27(Carbamvi); N30(t

P02452  P3(Oxidation); P5(Oxidation): P14(Oxidation); P18(Oxidation); P24(Oxidation); K2'

AOAOB7WT/ P14(Oxidation): P15(Oxidation): P18(Oxidation): K27(Carbamvi): P33(Oxidation): f

AOAOB7WT# P14(Oxidation); P15(Oxidation): N17(Deamidated): P18(Oxidation): K27(Carbamyl

AOAOB7WT/ P11(Oxidation): P14(Oxidation): P15(Oxidation): P18(Oxidation); K27(Carbamvl): f

AOAOB7WT/ P11(Oxidation); P14(Oxidation): P15(Oxidation): N17(Deamidated): P18(Oxidation

AAOAOB7WT/ P9(Oxidation): P10(Oxidation): K16(Carbamyi): P33(Oxidation): P40(Oxidation): P-

P02452  P5(Oxidation): P12(Oxidation): P27(Oxidation): P33(Oxidation); K36(Carbamvi): N

P02452  P15(Oxidation): P17(Oxidation): P23(Oxidation): P27(Oxidation): P33(Oxidation);
X1(P): K5(Carbamvi)

09BY77  Ka(Carbamvl)

08NG31  K5(Carbamvl)

014457 N-Term(Acetv): X1(R): X1(Ara->); O5(Deamidated): K8(Carbamyl)

014457 X1(R): N-Term(Carba); O5(Deamidated); K8(Carbamyi)

P35555  CI(C: C3(C: i Ka(Carbamyl)

O75N90  Ki(Carbamyl); C3(C c4(C: c!

Q86UKO  Kd(Carbamyi)

007283 K4(Carbamyl); O6(Deamidated)

QYUNZ5  K5(Carbamvi); P7(Oxidation)

09Y283  K2(Carbamvl): O8(Deamidated)

016206 K1(Carbamyl)

O5INZ5  Ki(Carbaml): R3(Ara->); N4(Deamidated): N5(Deamidated)

060243 K1(Carbamyl)

HOYFGO  X1(P): X1(Oxidation); K3(Carbamvi); P5(Oxidation)

016401 M3(Oxidation); K4(Carbamyl); N6(Deamidated)

H7CSF2  K2(Carbamvi): M3(Oxidation): P4(Oxidation): P5(Oxidation)

06ZW33  Ql(Deamidated): K4(Carbamvl)

P35241  Ki(Carbamvl)

001995 N-Term(Acetvl); K3(Carbamvl)

P61981  K10(Carbamyi)

P27348 K3(Carbamyl)

O8NCEO  R1(Ara->): K3(Carbamvi)

P02452 K8(Carbamyl)

PO2768  Ki(Carbamvl)

P02768  K3(Carbamyl); C4(C: C5(C

PO2768  K2(Carbamvi): CA(C: C5(C:

HOYA47 N-Term(Carba); X1(K); X1(Carbamyl)

AOAOB7WT# Ka(Carbamyl)

Q9ASKS K2(Carbamy)); O5(Deamidated); R8(Ara->)

08WVB6  Ki(Carbamyl); O6(D K8(Carbamvl): O9(D

AOAO87WT# K11(Carbamyl)

096T51  N-Term(Acetvi): X1(K): X1(Carbamvl)

P02768 Kd(Carbamy)); C7(Carbamidomethyl)

P02768  C3(Carbamidomethvi); K12(Carbamvl)

PO8670  K13(Carbamyl)

096DR7  NS(Deamidated): K9(Carbamvl)

Q9HOV9  Ki(Carbamvl); P6(Oxidation); Q9(Deamidated)

P02768  Ki(Carbamvl)

P02768 K8(Carbamyl)

010570 Ki(Carbamyl)

E5RJI6 P4(Oxidation); P10(Oxidation); K11(Carbamyl)

09UODO  K1(Carbamwl): P14(Oxidation)

Q9665  K8(Carbamyl)

OINXW2  N1(D N2(D ca(c:

OSTAT6  K2(Carbamvi); M6(Oxidation); P9(Oxidation)

OSTAT6  K2(Carbamvi): P3(Oxidation): M6(Oxidation): P15(Oxidation)

5(C:

K5(Carbamvi); O8(Deal

S
Histone H2B type 1-C/E/F/G/l OS=Homo sapiens GN=HIST1H2BC PE=1 SV=4 - [H2B1C HUMANI[Histone H2B type 1-K OS=Homo sapiens GN=HIST1H2BK PE=1 SV=3 - [H2B1K I P62807:060 K9(Carbamvl)

lomo sapiens GN=ALB P -TALBU HUMANI
lomo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]
Stabilizer of axonemal microtubules 2 (Homo sapiens) GN=H3BP55

S

P02768  K9(Carbamvi): C11(Carbamidomethvl)
P02768 K6(Carbamyl)
H3BPS5  N3(Deamidated): O8(Deamidated): K13(Carbamyi); O14(Deamidated)

PRV WWRWARARWNNARONWRNNARONWRNNNNAERNNNONOOWRRONNRNNNNRNNNNNA R AN WWROWWAERWADNONUARARANWRARNNANAWSERWW®®WWEOASGW

1336.894
811.3556
1013.252
850.1607
850.3585
1062.164
1067.496
1084.478
1084.813
1086.187
1089.816
1090.143
818.8944
1096.855

842.885
685.9484
857.4303

1335.683
1336.021
1341.018
1341.349
1118311
1199.314
1203.316

420.769
443.7597
375.2188
523.7645
523.7645
549.7257
550.1979
507.7824
530.3118
492.3158

507.788
377.5555

386.199
420.5764
361.1993

408.211
651.8442
438.9171
680.3463
626.7911

640.331

454.589

346.962
579.7778
592.8553
755.3605
795.4053
499.9026
633.8178
491.2908
412.7307
633.8118
666.8098
557.5836
864.4193
568.9908
405.4746
436.7359
841.9758
847.4564
477.5713
449.7629
473.2363
456.7385
525.7415
550.2607
565.6927
602.6747

659.018
696.7053

512.024
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cckADDKETCFAEEGKK
SINSANKFTGKNGEIIR
GFDGADGVAGPKGPAGER
GPAGPNGInGEKGPAGER
YTKKVPOVSTPTLVEVSR
NIDSEEVGKIASNSATAFR
IGILITDGKSODDIIPPSR
MHSEAEESKEVATDVFNSK
ATKEOLKAVMDDFAAFVEK
AKDILGEAGLHFDELNKLR
HKVYACEVTHOGLSSPVTK
DAGEGLLAVOITDPEGKpKK
GEPGPVGVOGPPGPAGEEGKR
GPAGPOGPrGDKGETGEQGDR
GPAGPOGPRGDKGETGEOGDR
TFTCTAAYPESKTPLTATLSK
TYETTLEKCCAAADPHECYAK
ONCELFEQOLGEYKFONALLVR
GPTGDPGKNGDKGHAGLAGAR
GPTGDPGKnGDKGHAGLAGAR
GPTGDPGKNGDKGHAGLAGAR
GPTGDpGKnGDKGHAGLAGAR
GDRGDAGPKGADGSPGKDGVR
GDRGDAGPKGADGSpGKDGVR
GDRGDAGDKGADGSPGKDGVR
AOQYESIAAKNLOEAEEW YKSK
KDLYANTVLSGGTTMYPGIADR
AKYGEHEASPDNGONEFSDIIK
TPCTVSCNIPVVSGKECEEIR
LVNEVTEFAKTCVADESAENCDK
GFAFVTFESPADAKAAAIDMNGK
kVPOVSTPTLVEVSRNLGKVGSK
KDDPIGNLNTAFEVAEKYLDIPK
GPGFATKEITNnGKPFFKDINECK
LVRPEVDVMCTAFHDNEETFLKK
GOAGVMGFpGPKGAAGEPGKAGER
GOAGVMGFDGPKkGAAGEDGKAGER
GAPGFRGDPAGPNGIDGEKGPAGER
VYACEVTHOGLSSPVTKSFNRGEC
ADYEKHKVYACEVTHOGLSSPVTK
CVCEOGFKGYDCSDMSCPNDCHOHGR
GPSGPOGPGGPPGPKkGNSGEPGAPGSK
GPSGPO!
GPSGPOGPGGPpGPKGNSGEPGAPGSK
GDAGPAGDKGEDGSDGENGAPGOMGPR
GDAGPAGPKGEPGSPGENGADGOMGPR
dDDIAALVVDNGSGMckAGFAGDDAPR
dDDIAALVVDNGSGMckAGFAGDDAPR
€EEIAALVIDNGSGMckAGFAGDDAPR
MEEEIAALVIDNGSGmckAGFAGDDAPR
SIGVPIKVLHEAEGHIVTCETNTGEVYR
FFKkSDFEGNGTMGNVCLFLNLANDPTIER
NLNEKDYELLCLDGTRKPVEEYANCHLAR
TcVADESAENCDKSLHTLFGDKLCTVATLR
CCAAADPHECYAKVFDEFKPLVEEPONLIK
VHLTPEEKSAVTALWGKVNVDEVGGEALGR
VHLTPEEKSAVTALW GKVNVDEVGGEALGR
DGkncEDMDECSIrNMcLNGMcINEDGSFK
DGKncEDMDECSIMMCLNGMCINEDGSFK
SHcIAEVENDEMPADLPSLAADFVESKDVCK
NGEKGETGAPGLKGENGLPGENGAPGPMGPR
NGEKGETGADGLKGENGLPGENGADGPMGPR
NGEKGETGAPGLKGENGLPGENGAPGPMGPR
NGEKGETGAPGLKGENGLPGENGADGPMGPR
NKDTGTYEDFVEGLRVFDKEGNGTVMGAELR
NKDTGTYEDFVEGLRVFDKEGNGTVMGAELR
PGAKGLT DGK
AOKGOLSDDEKFLFVDKNFINSPVAOADWAAK
AQKGOLSDDEKFLFVDKNFINSPVAQADWAAK
GLTGPIGDPGPAGAPGDKGESGPSGPAGPTGAR
GLTGPIGPPGPAGAPGDKGESGPSGPAGPTGAR
DGEAGAQGD!

GLTGP|GPDGDAGADGDkGESGPSGPAGPTGAR
GPSGPO! AK
GPSGPOGPGGPDGDanSGEDGADGSKGDTGAK
GPTGPIGPPGPAGOPGDKGEGGAPGLPGIAGPR
GPTGPIGPDGPAGODPGDKGEGGADGLDGIAGPR
ASPDW GYDDKNGPEOW SKLYPIANGNNOSPVDIK
ASPDW GYDDKNGPEOW SKLYPIANGNNOSPVDIK
VHTEcCHGDLLECADDRADLAKYICENODSISSK
SKGPAVGIDLGTTYSCVGVFAHGKVEIIANDOGNR
KVEPKSCDKTHTCcPPCpPAPELLGGPSVFLFPPKPK
VDKRVESKYGDPPCDSCDADEFLGGPSVFLFPPKPK

GGAGpPPGPEGGKGAAGPPGDPGAAGTPGLOGMPGER

ol T PGER

D T DGER
GANGAPGNDGAKGDAGAPGAPGSQGAPGLOGMPGER
IDGAKGD; OGMpGER

DGAKGD; OGMpGER

DSGD T pGER

PSGD T PGER
GANGADPGNDGAKGDAGADPGAPGSOGADGLOGMDPGER
GANGADGnDGAkGDAGADGADGSOGADGLOGMDGER
pGER
GFSGLDGAkGDAGPAGPKGEDGSDGENGADGOMGPR
GFSGLDGAKGDAGPAGPKGEDPGSpGENGADGOMGPR

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Low-density lipoprotein receptor-related protein 4 OS=Homo sapiens GN=LRP4 PE=1 SV=4 - [LRP4 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(11l) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Collagen alpha-3(V1) chain OS=Homo sapiens G|
Collagen alpha-1(XIV) chain OS=Homo sapiens GN=COL14A1 PE=1 SV=3 - [COEAL HUMAN]

Tumor necrosis factor alpha-induced protein 8 OS=Homo sapiens GN=TNFAIP8 PE=1 SV=1 - [TFIP8 HUMAN]|

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Intraflagellar transport 20 homoloa (Chlamydomonas), isoform CRA b OS=Homo sapiens GN=IFT20 PE=4 SV=1 - [ADA087X2B4 HUMANI
Ia kappa chain C reaion OS=Homo sapiens GN=IGKC PE=4 SV=1 - [AOA087X130 HUMANIIProtein IGKV3-11 O!
Filamin-A OS=Homo sapiens GN=FLNA PE=1 SV=4 - [FLNA HUMANI|Filamin A OS=Homo sapiens GN=FLNA PE=2 SV=1 - [O60FES HUMAN]|
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Ia alpha-1 chain C region OS=Homo sapiens GN=| IGHAl PE=1SV=2- IGHA1 HUMAN]
Serum albumin OS=Homo sapiens GN=ALB P!
Serum albumin O lomo sapiens GN=ALB P S

Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMANI
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI HUMAN]

Actin. cvtoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB HUMANIlActin. cvtoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1- [ACTG HUMANI
Utrophin OS=Homo sapiens GN=UTRN PE=1 SV=2 - [UTRO HUMANI

Fibrinoen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2 - [FIBB HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

RNA-bindina motif protein. X-linked-like-2 OS=Homo sapiens GN=RBMXL2 PE=1 SV=3 - [RMXL2 HUMANI]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Alpha-actinin-3 0S=Homo saniens GN=ACTN3 PE=1 SV=2 - [ACTN3 HUMANI

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]|

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(11l) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN]

lomo sapiens GN=IGKC PE=4 SV=1 - [AOA087X130 HUMANIIProtein IGKV3-11 O!
lomo sapiens GN=IGKC PE=4 SV=1 - [ADA087X130 HUMANI|Protein IGKV3-11 O!
- [F5H7V9 HUMANI

la kappa chain C region O!
la kappa chain C region O!
Tenascin OS=Homo sapiens GN=TNC PE=4 S\
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl

S
Actin. cvtoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1- [ACTG HUMANI

Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 S) -[ACTG HUMANI

Small nuclear ribonucleoprotein Sm D3 0S=Homo sapiens GN=SNRPD3 PE=1 SV=1 - [H3BT13 HUMANI

V-tvpe proton ATPase subunit B, kidney isoform OS=Homo sapiens GN=ATP6V1B1 PE=3 SV=1 - [C9JL73 HUMAN]
Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 - [TRFE HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Hemoalobin subunit beta OS=Homo sapiens G| BB PE=1 SV=2 - [HBB HUMAN]

Hemoalobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 - [HBB HUMAN]

Fibrillin-1 O: lomo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 P! - [CO3A1 HUMAN]

Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN]

Collagen alpha-1(1ll) chain O! lomo sapiens GN=COL3AL1 P!
Collagen alpha-1(1ll) chain O! lomo sapiens GN=COL3A1 P
Myosin light chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV=3 - [MYL3 HUMAN]
Mvosin liaht chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV:
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11 HUMAN]

Myosin-11 OS=Homo sapiens GN=MYH11 Pi

Collagen alpha-1(1) chain OS=Homo sapiens Gl HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Collagen alpha-1(1ll) chain O SV=4 - [CO3A1 HUMAN]
Collagen alpha-1(1ll) chain O! -[CO3A1 HUMANI
Carbonic anhydrase 1 O - [CAH1 HUMAN]

Carbonic anhvdrase 1 O: - [CAH1 HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Heat shock coanate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [HSP7C HUMANI
la gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 S
la gamma-4 chain C region OS=Homo sapiens GN=IGHG4 PE=1 SV=1 - [IGHG4 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMAN]
Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE=1 S -[CO3A1 HUMANI
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

P02768 C1(C: c2(C K3(Carbamvi): C10(C:
075096 K7(Carbamwl); O13(Deamidated)
P02452 P3(Oxidation): K12(Carbamvi)

P02461 P9(Oxidation); K12(Carbamvi)
P02768 K3(Carbamvl)

OL6A3 PE=1 SV=5 - [CO6A3 HUMANI|Collagen alpha-3(V1) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7TENL6 HUM P12111:E7E K9(Carbamvl)

005707 K9(Carbamvl)
095379 K9(Carbamvl)
P02768 K7(Carbamvl)
AOA087X2B: K2(Carbamvi)

lomo sapiens GN=IGKV3-11 PE=4 SV=1 - [ADAOB7WZW8 HUM/ ADA087X13( K2(Carbamvl); C6(Carbamidomethvl)

P21333:060 K17(Carbamvi); P18(Oxidation)

P02452 P5(Oxidation): P12(Oxidation); K20(Carbamvl)

P02452 R9(Ara->); K12(Carbamvl)

P02452 P8(Oxidation): K12(Carbamvi)

P01876 C4(Carbamidomethvl); K12(Carbamvl)

P02768 K8(Carbamvi); C9(C: C10(C: c18(C

P02768 C3(Carbamidomethvl); K13(Carbamv)

AOAQB7WT# K8(Carbamvi)

AOA087WT/ K8(Carbamwl); N9(Deamidated)

AOA0B7WT# P6(Oxidation): K8(Carbamvi)

AOA087WT/ P6(Oxidation); K8(Carbamvl): N9(Deamidated)

P02452 K9(Carbamvl)

P02452 K9(Carbamwl); P15(Oxidation)

P02452 P8(Oxidation); K9(Carbami): P15(Oxidation)

P41219 K9(Carbamvl)

P60709:P63; K1(Carbamvi)

P46939 K2(Carbamvi)

P02675 C3(C: C7(C: K15(Carbamvl); C17(Carbamidome
P02768 K10(Carbamvl); C12(C: C21(C:

075526 K14(Carbamvi); R18(Ara->)

P02768 K1(Carbamvl)

008043 K1(Carbamvl)

P35555 K7(Carbamvi); N11(Deamidated); C22(Carbamidomethvi)
P02768 C10(Carbamidomethvl); K22(Carbamvl)

P02452 P9(Oxidation); K12(Carbamvi); P18(Oxidation)

P02452 P9(Oxidation): P11(Oxidation): K12(Carbamvl): P18(Oxidation)
P02461 P8(Oxidation); N12(Deamidated); P15(Oxidation) K18(Carbamvl)

lomo sapiens GN=IGKV3-11 PE=4 SV=1 - [ADAOB7TWZW8 HUM/ ADA087X13( C4(Carbamidomethvi); K17(Carbamwl); C24(Carbamidomethvi)
lomo sapiens GN=IGKV3-11 PE=4 SV=1 - [AOAOB7WZW8 HUM/ ADA087X13( KS(Carbamvi); Cll(Carbam\domelhv\)

FSH7V9  CL(C: K8(Carbamvl): C12(Carbamidomett
P02452 P14(Oxidation); K15(Carbamvl)‘ P21(Oxidation); P24(Oxidation)

P02452 P14(Oxidation): K15(Carbamvi): N17(Deamidated): P21(Oxidation): P24(Oxidation
P02452 P12(Oxidation); P14(Oxidation); K15(Carbamvi); P21(Oxidation): P24(Oxidation)
P02452 P8(Oxidation): K9(Carbamvi); P12(Oxidation): P15(Oxidation): P21(Oxidation)
P02452 P8(Oxidation); K9(Carbamvl); P12(Oxidation); P15(Oxidation); N18(Deamidated); |

P60709 N-Term(Acetvi): C16(Carbamidomethvl): K17(Carbamvi)
P60709 N-Tt : N11(D C16(C: K17(Carbamvi)
P63261 N-Term(Acetvi): C16(Carbamidomethvl): K17(Carbamvi)

P63261  M1(Oxidation); N-Term(Carba); N12(Deamidated): M16(Oxidation): C17(Carbamic

H3BT13  K7(Carbamvi): C19(Carbamidomethvl)

P15313  K3(Carbamvi): O8(D C16(C N20(D

PO2787  C11(C K17(Carbamyl); C25(C: i

PO2768  C2(C: c1i(c K13(Carbamyl); C24(Carbamidom

P02768  CI(C: c2(Ci i C10(Ci K13(Carba

P68871  K8(Carbamvl)

P68871 K8(Carbamyl); N19(Deamldaled)

P35555  K3(Carbamvi): NA( C5(C: C11(C R

P35555  K3(Carbamyl); NA/I‘ i C5(C: i c11(C R

P02768  C3(Carbamidomethvl): K27(Carbamvi): C30(Carbamidomethyi)

P02461  N1(Deamidated); P10(Oxidation); K13(Carbamy)); P19(Oxidation); P30(Oxidation)

P02461  P10(Oxidation); K13(Carbamv): N16(Deamidated); P19(Oxidation): N22(Deamida

P02461 N1(Deamidated); K4(Carbamvl); P10(Oxidation); N16(Deamidated); P19(Oxidatior

P02461  Ni(Deamidated): K4(Carbaml); K13(Carbamyl): N16(Deamidated); P19(Oxidatior

PO8590  K2(Carbamyl)

PO8590  K2(Carbamvi): N22(Deamidated)

P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P2

P35749  K11(Carbamyi)

P35749 K11(Carbamyl); N18(Deamidated)

P02452  P8(Oxidation): K18(Carbamyi)

P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl)

P02452  P6(Oxidation): P11(Oxidation): K14(Carbamvi); P23(Oxidation)

P02452 P6(Oxidation); P11(Oxidation); K14(Carbamyl); 021(Deamidated); P23(Oxidation)

P02452  P9(Oxidation): P11(Oxidation): P15(Oxidation); K18(Carbamvl)

P02452 P14(Oxidation); K15(Carbamyl); P21(Oxidation); P24(Oxidation)

P02452  P12(Oxidation); P14(Oxidation): K15(Carbamyi); N17(Deamidated): P21(Oxidation

P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)

P02461  P9(Oxidation): P11(Oxidation): P15(Oxidation): K18(Carbamvi): P24(Oxidation): P.

PO0915  K10(Carbami); P13(Oxidation)

PO0915  K10(Carbamvi): P13(0xndauom N24(Deamidated)

P02768  C5(C: C13(C K22(Carba
142 K2(Carbamvi): ClS(Carbam\domelhv\) OZl{Deam\dated)

- [ADAOB7WV47 HUMANI|lg gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [AOAO87W AOAO87W YE K1(Carbamvl); K5(Carbamvl); C7(C P15

PO1861  K3(Carbamvi): K8(Carbamyl); P11(Oxidation): PlZ(Oxldanm‘ C13(Carbamidome
AOAO87WT# P5(Oxidation); K6(Carbamvl); P32(Oxidation)

P02461  P5(Oxidation): K12(Carbamyl): P20(Oxidation): P21(Oxidation): P27(Oxidation):; P
AAOAO87WT# P8(Oxidation); K12(Carbamvl); P15(Oxidation)

AAOAOB7W T/ P2(Oxidation): N11(Deamidated): K12(Carbamv): P33(Oxidation)

P02452 K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)
P02452  K12(Carbamvi): P18(Oxidation): P21(Oxidation): O24(Deamidated): P27(Oxidation
P02452  N8(Deamidated); K12(Carbamvi); P18(Oxidation); P21(Oxidation); Q24(Deamidate
AAOAOB7WT# P2(Oxidation): P5(Oxidation): K12(Carbamvi): P33(Oxidation)

AOAOB7WTZ P2(Oxidation); P5(Oxidation); N11(Deamidated): K12(Carbamyl); P33(Oxidation)
P02452  P6(Oxidation): K12(Carbamyl): P18(Oxidation): P21(Oxidation): P27(Oxidation):; P
P02452  P6(Oxidation); N8(Deamidated); K12(Carbamyl); P18(Oxidation); P21(Oxidation); |
AAOAOB7W T/ P2(Oxidation): P5(Oxidation): P6(Oxidation): K12(Carbamwi): P33(Oxidation)
P02452 K9(Carbamyl); P21(Oxidation); P24(Oxidation); P30(Oxidation)

P02452  K9(Carbamvi): P21(Oxidation): P24(Oxidation): N27(Deamidated): P30(Oxidation)
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530.4782
491.7607
849.9136
860.4239
692.3903
684.6704
694.3791
727.6631
728.7061
546.2981
546.7767

709.046
682.9979
703.9869
708.9937
777.7233
641.0252
881.4421
494.7473
494.9944

498.746
498.9922
503.7441
676.6551
511.7423
633.0657
796.0629
831.3784
864.4127
891.3944
612.0402
617.3584
878.4561
661.3279
706.0982
1151.056
1159.054
774.7125
923.7603

558.876
653.4478
806.0475
806.3767
811.3731
851.3746
1277.056
941.4187
941.7528

960.105
1015.104
788.6545
1141523
891.6826
864.4064
1207.897
801.9238
802.1717
912.1058
916.1015
880.6498
1013.137
1013.464
1013.799
614.0747
698.9386
873.6667
980.1296
906.7175
906.9604
966.1442
971.4735
975.1347
975.4713
976.8112
982.4578
988.1264
998.4987
1003.828
966.4636
966.7087
1013.941

933.724
1013.248
1013.504
1055.536
1062.163
1080.856
1081.184
1084.484
1084.812
1085.143
1086.188
1086.522
1089.815

1090.15

1091.52
1123511
1123.849
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KTLLSNLEEAKK

FLSYKFSNSGSR
AVAEPGIOLKAVK
EKEVVLLVATEGR
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IGDOW DkOHDMGHMMR
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LTTGKEAALSYGFYGCHCGVGGR
VGDTYERPKDSMIWDCTCIGAGR
VGDTYERDPKDSMIWDCTCIGAGR
VGDTYErkDSMIWDCTCIGAGR
TKTETITGFOVDAVPANGOTPIOR
TKTETITGFaVDAVPANGOTPIOR
SVPKEISPDTTLLDLONNDISELR
VFLKGGSDSDASLVITDLTLEDYGR
SYTITGLOPGTDYKIYLYTLNDnAR
XLLSLAGKr

LAKEIAIGR

KOTALVELVK

ISEAKLTGIPK

NLKYLPFVPSR
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Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA087WTA8 HUMANI|
Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Plectin OS=Homo sapiens GN=PLEC PE=1 SV=3 - [PLEC HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Carbonic anhydrase 1 OS=Homo sapiens GN=CA1 PE=1 SV=2 - [CAH1 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Collagen alpha-2(V1) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2 HUMAN]
Putative beta-actin-like protein 3 0S=Homo sapiens GN=POTEKP PE=5 SV=1 - [ACTBM HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl

lomo sapiens GN=COL3A1 P -[CO3A1 HUMANI|

lomo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI
Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE=1 SV 4 - [CO3A1 HUMAN]
Collagen alpha-1(11l) chain OS=Homo saniens GN=COL3A1 P!
Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV 1 - [AOAO87WTA8 HUMANI
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMANI
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Protein PET100 homoloa, mitochondrial (Fraament) OS=Homo sapiens GN=PET100 PE=4 SV=2 - [M0OOZ55 HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI
Serine/threonine-protein kinase PLK1 (Homo sapiens) GN=PLK1

14-3-3 protein aamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMANI
Histone H3 OS=Homo sapiens GN=HIST2H3PS2 PE=1 SV=1 - [O5TEC6 HUMANI|
(E3-independent) E2 ubiauitin-coniuaatina enzvme (Homo saniens) GN=UBE20

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

E3 ubiquitin-protein liqase NEDD4 (Fraament) OS=Homo sapiens GN=NEDD4 PE=4 SV=1 - [HOYSL1 HUMAN]|

Plastin-3 OS=Homo sapiens GN=PLS3 PE=2 SV=1 - [87Z6M1 HUMANI

Protein $100-A12 OS=Homo sapiens GN=S100A12 PE=1 SV=2 - [S10AC HUMAN]

la lambda-7 chain C reaion OS=Homo saniens GN=IGLC7 PE=1 SV=2 - [LAC7 HUMANI
Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1- [LYSC HUMANI
Araininosuccinate svnthase (Fraament) OS=Homo sapiens GN=ASS1 PE=1 S
Heat shock factor protein 4 (Fragment) OS=Homo sapiens GN=HSF4 PE=4 SV:
Homeobox protein TGIF2 (Fraament) OS=Homo saiens GN=TGIF2 PE=4 SV=1 - [U3KOB5 HUMANI
Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP HUMAN]

Leucine-rich repeat-containina protein 9 (Homo sapiens) GN=LRRC9

MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - IMICLK HUMAN]
Radixin (Fraament) OS=Homo sapiens GN=RDX PE=1 SV=1 - [HOYE16 HUMAN]

Cyclin-dependent kinase 11A (Homo sapiens) GN=CD11A

14-3-3 protein aamma OS=Homo saniens GN=YWHAG PE=1 SV=2 - [1433G HUMANI
Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINAL PE=1 SV=3 - [AIAT HUMANI

Keratin, tvpe Il cvtoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1 HUMAN]
Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2 - [THRB HUMANI

Actin, alpha cardiac muscle 1 0S=Homo sapiens G
Keratin, type Il cvtoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1 HUMAN]
Keratin, type Il cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1 HUMAN]
Antithrombin-1il OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 - [ANT3 HUMANI

I lambda-7 chain C region (Fragment) O
Cartilage intermediate laver protein 1 OS=Homo saiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Cartilage intermediate laver protein 2 0S=Homo sapiens GN=CILP2 PE=4 SV=1 - [K7EPJ4 HUMAN]
Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS HUMAN]

Chondroadherin OS=Homo sapiens GN=CHAD PE=2 SV=2 - [CHAD HUMANI

Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMAN]

14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMANI

Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS HUMAN]

Phospholipase A2, membrane associated OS=Homo saniens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN]

Cartilage intermediate laver protein 1 0S=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS HUMANI

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN|
Thrombospondin-4 OS=Homo sapiens GN=THBS4 PE=4 SV=1 - [E7TES19 HUMANI|Cartilace oliqomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 -

Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOAOB7X1T7 HUMAN]|
Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]

Aaarecan core protein OS=Homo sapiens GN=ACAN P - [ADA0B7X1T7 HUMAN]
Thymosin beta-4 OS=Homo sapiens GN=TMSB4X PE=:
Cartilage oliqomeric matrix protein OS=Homo sapiens Gl
Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 S}
Aaarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [ACA087X1T7 HUMANI|

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN|

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI
Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN|

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN]

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]
Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI

AOA087WT# P3(Oxidation): K6(Carbamvl): O12(Deamidated); P15(Oxidation): P27(Oxidation)
AOA087WT/ P3(Oxidation); K6(Carbamvl): N9(Deamidated); Q12(Deamidated); P15(Oxidation)
P02768 C3(C: K5(Carbamvl); C13(C;

015149 M7(Oxidation); K19(Carbamwl)

P02452 P17(Oxidation); P20(Oxidation); K30(Carbamvl)

P00915 K10(Carbamvl)

P02452 N2(Deamidated); P6(Oxidation); P9(Oxidation): K12(Carbamvi); P21(Oxidation): P
P02768 K2(Carbamwl); C4(C:

P02768 K2(Carbamvi); C4(C:

P12110 C3(Carbamidomethvl); M17(Oxldalmn) K21(Calbamvl) C32(Carbamidomethvl)
09BYX7  C2(Carbamidomethvl): K23(Carbamvi)

P02452 P5(Oxidation); P8(Oxidation); K9(Carbamvi); P12(Oxidation); P18(Oxidation); P24
P02768 K29(Car
P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); K24(
P02461 P6(Oxidation): P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation): P18
P02461 O5(Deamidated); P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P1
P02461 O5(Deamidated); P6(Oxidation): P8(Oxidation): P9(Oxidation): P11(Oxidation): P1

AOA087WT/ P11(Oxidation); P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamwi); t
AOA0B7WT# P11(Oxidation): P14(Oxidation); P15(Oxidation): N17(Deamidated): P18(Oxidation
AOA087WT/ P11(Oxidation); P14(Oxidation); P15(Oxidation); N17(Deamidated): P18(Oxidation

-105T6L5 HUMANI
- [HOYC14 HUMAN]

=ACTC1 PE=1 SV=1- [ACTC HUMANIIActin. cvtoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB HUI

=Homo sapiens GN=IGLC7 PE=4 SV=2 - [AOAO75B6L1 HUMAN]

AAOAOB7WT/ P9(Oxidation): P10(Oxidation): K16(Carbamyi); P18(Oxidation): P33(Oxidation); P-
AOAOB7WT# R3(Ara->): P6(Oxidation): N8(Deamidated); P11(Oxidation); P18(Oxidation); P20(¢
P02452  O6(Deamidated): P23(Oxidation): N26(Deamidated): P27(Oxidation); P33(Oxidatic
P02452  P5(Oxidation); P12(Oxidation): N26(Deamidated); P27(Oxidation): O32(Deamidate
P02452  P15(Oxidation): P17(Oxidation): P23(Oxidation): N26(Deamidated): P27(Oxidation
PODJO7  X1(R): X1(Ara->); K3(Carbamvi)
P02768  Ki(Carbamvi)
P53350  RI(Ara->); K8(Carbamvi)
P61981  K10(Carbamvl)
OSTEC6  K7(Carbamvl)
09C0C9  K10(Carbamvi)
PO2768  Ki(Carbamyl)
P02768  Kl4(Carbamvl)
P46934  X1(K): N-Term(Carba); X1(Carbami): C2(Carbamidomethvl)
B7z6M1  K10(Carbamvl)
P80511  K2(Carbamvl)
AOMBO6  K7(Carbamwl): P8(Oxidation): K10(Carbamv: K15(Carbamvi)
P61626  C3(Carbamidomethvl); K7(Carbamyl); P9(Oxidation): C15(Carbamidomethvi); C19
O5T6L5  Ka(Carbamvl)
Q9ULV5  X1(L); R2(Ara->); K3(Carbamyi)
U3KOB5  X1(V): K8(Carbamvi): R9(Ara->)
P15924  K3(Carbamvi): N7(Deamidated)
06ZRR7  N3(Deamidated): K6(Carbamvl)
06zW33  O1(Deamidated): K4(Carbamyl)
P35241  Ki(Carbamvi)
09U088  O3(Deamidated); K7(Carbamvl): R8(Ara->)
P61981  K10(Carbamvl)
P01009  K4(Carbamvl)
P04264  K6(Carbamvi): N7(Deamidated): M8(Oxidation): M11(Oxidation)
P00734  K2(Carbamyh: C6(C
in. - P68032:P60° 02(D 010(D K11(Carbamvi)
P04264  N6(Deamidated): K12(Carbamyl)
P04264 R2(Arg->); N7(Deamidated); K9(Carbamyl); K10(Carbamyl)
P01008  P12(Oxidation); K14(Carbamvl)
AAOAQ75B6L] K7(Carbamyl); P8(Oxidation); K10(Carbamyl); K15(Carbamyl)
075339 K3(Carbamvl)
K7EPJ4 K3(Carbamyl)
075339 Ks(Carbamvl)
P10909 K5(Carbamyl); N7(Deamidated)
015335 K8(Carbamvl)
P21810 K5(Carbamyl)
P61981  K10(Carbamyi)
P10909 K1(Carbamyl); N6(Deamidated)
P14555  K1(Carbamvi): N7(Deamidated); C10(Carbamidomethyi)
075339 K2(Carbamyl)
P10909  Ki(Carbamvi): N6(Deamidated)
P14555 K5(Carbamyl); N8(Deamidated)
[G3XAP6 HUMAM E7ES19:G3) K10(Carbamvi)
AOAQB7X1T' K2(Carbamvi)
075339 K4(Carbamvl)
P02751 K10(Carbamyl)
AAOAOB7X1T: C3(Carbamidomethyl): K7(Carbamvi)
P62328 K3(Carbamyl)
G3XAP6  K6(Carbamvi): C11(C: ci4(C
P03973  K2(Carbamyl); C6(C: c12(C
AOAOB7X1T: K5(Carbamyl)
P14555  CA(C: CB(C: K8(Carbamyl); C13(Carbamidomett
PO2751  K7(Carbamvl)
075339 Cl1(Carbamidomethyi); K12(Carbamyl)
P14555  K5(Carbamvi): C16(C: C18(C:
P02751 K9(Carbamyl); C16(C: C18(C:
PO2751  P8(Oxidation): K9(Carbamvi): C16(C c18(C
P02751 R7(Arg->); P8(Oxidation): K9(Carbamvi): C16(Carbamidomethvl); C18(Carbamido
PO2751  K2(Carbamvi): N17(Deamidated)
P02751 K2(Carbamyl); Q10(Deamidated); N17(Deamidated)
P21810  K4(Carbamvl)

Hyaluronan and proteoalycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANI|Hvaluronan and proteoalycan link protein 1 (Fragment) OS=Homo sapiens ( P10915;D6R K4(Carbamyl)

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Homeobox protein TGIF2 (Fragment) OS=Homo sapiens GN=TGIF2 PE=4 SV=1 - [U3KOB5 HUMAN]
Cartilage intermediate laver protein 2 O lomo sapiens GN=CILP2 PE=2 SV=2 - [CILP2 HUMAN]
Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMAN]

Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD HUMAN]

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN]

Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMANI|
Collagen alpha-3(V1) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3 HUMAN]
Cartilage intermediate laver protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2 HUMAN]

02751 K14(Carbamvi): N21(Deamidated); N23(Deamidated)
U3KOB5S  X1(V); K8(Carbamvl); R9(Ara->)
08IULS  K3(Carbamvi)
P02768 K1(Carbamyl)
P21810 K5(Carbamyl)
Q06828 K3(Carbamyl)
P35555 K1(Carbamyl); C3(C c4(C: C5(C:
P14555 C1(C: c2(C C7(C: C8(Carbamir
075339 K2(Carbamvi)
P12111 K5(Carbamyl)
08IULS  K2(Carbamvi)

PMNNORNRNNNNN RO OORRRRWRRRVYRINNONNNONONRNNRNNNNNREOORROONNRONRNNONAWEANWNNNRNNNNAASA AR OWARRRWARRTNONRWSSRG

685.949
857.4311
1076.746
1132271
1142.213
1099.022
733.5449
909.8347
913.0326
913.2371
1081.014
930.4454

965.449
1274.238
1279.568
960.1764
960.4241
1006.017
1341.352
1341.686

1122.31
1182.565
1195.813
1199.562
1203.808
552.8254
586.3542
676.4052
640.3309
696.8591
720.4543
841.9771
648.0076

1040.98
565.2975
614.5779
1162.909
978.1966

436.289
332.8786

500.808
565.3321
572.3341
438.9178
453.9007
701.3828
640.3336
456.2619
687.9678
752.6745
799.3513
992.8487
996.5155
824.7018

1162.91
501.2917
507.3109
574.8257
638.8218
588.8103
600.3549
640.3298
645.3514
530.9094
683.4156
473.2688
718.8442
683.9076
743.4195
526.6395
825.9353

836.359

565.939
633.5754
651.9604
600.6807
644.2794
676.6284
793.7084
835.3881
910.7452
916.0704
916.4049

872.782
873.1107
914.1413
905.4578
975.8126
500.8061
507.3091
586.3568
600.3544

688.89
746.3025

534.541
683.4152
696.3712
745.8976
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VMKHEAYGECYK
AGEKGLPGAPGLR
EKEVVLLVATEGR
LTAKDFADIPNLR
GDVGEKGPEGADGK
KOERAAAAAAAAAK
SSGIENGAFOGMKK
VVOCSDLGLKSVPK
IKDVDEKADIALIK
OQYNVGPSVSKYPLR
EGCYGDKDEFPGVR
KLTAKDFADIPNLR
KVPOVSTPTLVEVSR
MLOEOQLAEVAVSAKR
DALKSSVDAVKYFGK
KLKDEGVELFAIGIK
VVDSLKLADLIEEIR
GGSPLNTGKALEFVAR
TKGVDEVTIVNILTNR
GLDkcYAGWLADGSLR
VSKEKEVVLLVATEGR
EITnGKPFFKDINECK
VSKEKEVVLLVATEGR
GPGFATKEITNGKPFFK
GFDGADGVAGPKGPAGER
GPAGPNGInGEKGPAGER
GPAGPNGIDGEKGPAGER
GLLGPkGPpGInGPpGVR
GFDGODGLAGPKGADGER
GFpGODGLAGDPKGADGER
GOTGENGIAGFKGEOGPK
TGPVGPAGPAGKpGPDGLR
GLDGPOGPTGPSGPPGVGKR
GODPGVMGFpGPKGANGEDPGK
GPPGPpGkpGDDGEAGKDGK
LDGNEIKRSAMPADAPLCLR
GANGEPGKAGEKGLPGADGLR
GANGEDPGKAGEKGLPGADGLR
KSAAFOIOSFDIVCSPVWTSR
GDRGDAGPKGADGSpGKDGVR
GDRGDVGEKGPEGAPGKDGGR
GDRGDVGEKGPEGADGKDGGR
LYISKNHLVEIPPNLPSSLVELR
LTTGKEAALSYGFYGCHCGVGGR
GOAGVMGFDGPKkGAAGEDGKAGER
GADGnRGFpGODGLAGPKGADGER
SVPKEISPDTTLLDLONNDISELR
VFLKGGSDSDASLVITDLTLEDYGR
SVPKEISPDTTLLDLONNDISELRK
DLPETLNELHLDHNKIQAIELEDLLR
DLPETLNELHLDHNKIGAIELEDLLR

VNSAYODKVSLPNYPAIPSDATLEVOSLR

GGLGSPGPkGDKGEPGGDGADGVPGKDGPR

GGLGSpGpKGDKGEPGGPGADGVPGKDGPR

NMNCIEMGGNPLENSGFEPGAFDGLKLNYLR

VRVNSAYQDKVSLPNYPAIPSDATLEVOSLR
PGAKGLT( DGK

LTGIPKDLPETLNELHLDHNKIQAIELEDLLR

LTGIPKDLPETLNELHLDHNKIQAIELEDLLR

GLTGPIGPPGPAGAPGDKGESGPSGPAGPTGAR

GLT

GLT

GPTGPIGPPGPAGODPGDKGEGGADGLDGIAGPR

GETGFOGKTGpPGpPGGVVGPOGPTGETGPIGER

GEVGFOGKTGpPGPPGVVGPOGAAGETGPMGER

VVOCSDLGLKSVPKEISPDTTLLDLONNDISELR

YWenDGKTPGAVNACHLSCSALLODNIADAVACAK

GGAGPPGPEGGKGAAGPPGPPGAAGTPGLOGMPGER

GLpGTpGTDGPKGASGPAGPPGAOGPPDGLOGMDPGER

CFDHAAGTSYVVGETWEKPYQGWMmMVDCTCLGEGSGR

ISEAKLTGIPKDLPETLNELHLDHNKIOAIELEDLLR

CLCYDGFMASEDMKTCVDVNECDLNPNICLSGTCENTK

cLcYDGFMASEDMKTcVDVNECDLNPNICLSGTCENTK

TGEVGAVGPPGFAGEKGPSGEAGTAGPPGTPGPOGLLGADGILGLPGSR

AGLPGSDGAPGPPGTSLMLPFrFGSGGGDKGPVVAAGEAQAQAILOOAR

AGLPGSD Dl QEAQAQAILOQAR

AGLPGSDGAPGPDGTSLMLPFRFGSGGGDKGPVVAAGEAQAQAILOOAR

LLOKDAR

LFDAKKLK

EROKLLEK

LOARKALSK

XRKGPAPAGR

KOTALVELVK

KORELEEQTR

ALVKOEELKR

IAEAKLTSVPK

KITAIPIDAKD

YLAEVATGEKR

ILOKKOAaIVK

NGDKGHAGLAGAR

NGDKGHAGLAGAR

KATGPPVSELITK

DpEKRPTAAELLR

KPLTYQTKALIAR

GPAGPSGPAGkDGR

kOQER;

SkPPPKPVKPGOVK

Collagen alpha-2(V1) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2 HUMAN]
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Aaarecan core protein OS=Homo saniens GN=ACAN PE=4 SV=1 - [ADAO87X1T7 HUMANIAaarecan core protein OS=Homo saniens GN=ACAN PE=1 SV=2 - [PGCA HUMANI
Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - IMIME HUMAN]

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Paired mesoderm homeobox protein 2B OS=Homo sapiens GN=PHOX2B PE=1 SV=2 - [PHX28 HUMANI

Decorin OS=Homo sapiens GN=DCN PE=1 SV=1 - [PGS2 HUMANI

Bialycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI

Serine protease HTRA1 OS=Homo saniens GN=HTRAL PE=1 SV=1 - [HTRA1 HUMANI

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Aaarecan core protein OS=Homo saniens GN=ACAN PE=4 SV=1 - [AOAO87X1T7 HUMANIIAaarecan core protein OS=Homo sabiens GN=ACAN PE=1 SV=2 - [PGCA HUMANI
Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - IMIME HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

Collagen alpha-2(IX) chain OS=Homo sapiens GN=COL9A2 PE=1 SV=2 - [CO9A2 HUMANI

Collagen alpha-1(V1) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=1 - [AOA0B7X0S5 HUMANI

Collagen alpha-1(XIl) chain OS=Homo sapiens GN=COL12A1 PE=1 SV=1 - [D6RGG3 HUMANI

AP-1 complex subunit aamma-like 2 (Homo saiens) GN=AP1G2

Collagen alpha-3(V1) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3 HUMAN]

Annexin (Fraament) OS=Homo saniens GN=ANXA2 PE=1 SV=1 - [HOYN42 HUMANI

Aqarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOA087X1T7 HUMANIIAqarecan core protein OS=Homo sapiens G
Aaarecan core protein OS=Homo saniens GN=ACAN PE=4 SV=1 - [AOA087X1T7 HUMANIAaarecan core protein OS=Homo saiens G
Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMANI

Aaarecan core protein OS=Homo saniens GN=ACAN PE=4 SV=1 - [ADAO87X1T7 HUMANIIAaarecan core protein OS=Homo saniens GN=ACAN PE=1 SV=2 - [PGCA HUMANI
Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMANI

Collagen alpha-1(1) chain OS=Homo saniens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(lll) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI

Collagen alpha-1(ll) chain OS=Homo saniens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 S

Collagen alpha-1(1l) chain O:
Collagen alpha-1(l) chain O
Collagen alpha-1(1) chain O:
Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 S
Collagen alpha-1(X) chain OS=Homo saniens GN=COL10A1 PE=1 SV=2 - [COAAL HUMANI
Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD HUMANI

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Collagen alpha-1(XII) chain OS=Homo saniens GN=COL12A1 PE=1 SV=1 - [D6RGG3 HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Bialvcan OS=Homo saniens GN=BGN PE=1 SV=2 - [PGS1 HUMANI

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMANI

Collagen alpha-1(1) chain OS=Homo saniens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Bialvcan OS=Homo saniens GN=BGN PE=1 SV=2 - [PGS1 HUMANI

Hyaluronan and proteoalvcan link protein 1 0S=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANIIHy: and
Bialvcan OS=Homo saniens GN=BGN PE=1 SV=2 - [PGS1 HUMANI

Bialvcan O -[PGS1 HUMANI

Bialvcan OS: -[PGS1 HUMANI

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Aqarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [ADA087X1T7 HUMANI|Adarecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA HUMAN]
Collagen alpha-1(ll) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI

Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN]

Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI

Agarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [ADA087X1T7 HUMANI|Adarecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

-[PGS1 HUMANI

-[PGS1 HUMANI

OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

-[CO2A1 HUMANI

-[CO2A1 HUMAN]

-[CO3A1 HUMANI

\CAN PE=1 SV=2 - [PGCA HUMAN]
CAN PE=1 SV=2 - [PGCA HUMANI]

-[CO2A1 HUMANI
-[CO2A1 HUMANI
-ICO2A1 HUMANI

link protein 1 (Fraai

Collagen alpha-1(I) chain OS=Homo sapiens G|
Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 S!
lomo sapiens GN=COL2A1 P
lomo sapiens GN=COL3A1 P

Collagen alpha-1(1ll) chain O! S
Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1 HUMAN]

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=:
Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMAN]
Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1- [LYSC HUMANI
Collagen alpha-1(lll) chain O
Collagen alpha-1(ll) chain O!
Fibronectin OS=Homo sapiens GN=FN1 P!
Bialvcan O
Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMANI

Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [ADAOS87TWTA8 HUMAN]

-[CO3A1 HUMAN]
-[CO2A1 HUMANI

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [HOYIS1 HUMANI|Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2 HU
lomo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2 HU
lomo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2 HU

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 P!
Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 P! S

Polymerase delta-interacting Drmem 3 0S=Homo sapiens GN=POLDIP3 PE=1 SV=2 - [PDIP3 HUMANI

Disintearin and 1t protein 12 (Fragment) OS=Homo sapiens GN=ADAM12 PE=4 SV=1 - [05JRP2 HUMAN]
Structural maintenance of chrnmnsomes protein 3 0S=Homo sapiens GN=SMC3 PE=1 SV=2 - [SMC3 HUMAN]
Nucleoporin NUP53 (Homo sapiens) GN=NUP53

Autophaay-related protein 16-2 (Homo sapiens) GN=HOYFGO

Autophaay-related protein 16-2 (Homo sapiens)

Radixin (Fragment) OS=Homo sapiens GN=RDX PE=1 SV=1 - [HOYE16 HUMAN]

MICAL C-terminal-like protein OS=Homo saniens GN=MICALCL PE=2 SV=3 - [MICLK HUMAN]

Asporin 0S=Homo sapiens GN=ASPN PE=1 SV=2 - [ASPN HUMAN]

Poly [ADP-ribosel polymerase (Homo sapiens) GN=049A17

14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMAN]

Gamma-taxilin (Homo sapiens) GN=TXLNG

Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMAN]

Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA0O87WTA8 HUMANI]

Histone H1.5 0S=Homo sapiens GN=HIST1H1B PE=1 SV=3 - [H15 HUMAN]

Serine/threonine-protein kinase OSR1 OS=Homo sapiens GN=OXSR1 PE=1 SV=1 - [OXSR1 HUMANI

Chromosome transmission fidelity protein 18 homolog OS=Homo sapiens GN=CHTF18 PE=1 SV=2 - [ETEXA6 HUMAN]
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA0O87WTA8 HUMANI]

Paired mesoderm homeobox protein 2B OS=Homo sapiens GN=PHOX2B PE=1 SV=2 - [PHX2B HUMANI
Osteoclast-stimulating factor 1 OS=Homo sapiens GN=OSTF1 PE=1 SV=2 - [OSTF1 HUMANI|

S! - [HOYIS1 HUMANI|Collagen alpha-2(XI) chain O!

- [HOYIS1 HUMANIICollagen alpha-2(XI) chain O!

- [HOYIS1 HUMANIICollagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2 HU

- [HOYIS1 HUMANIICollagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2 HU

- [HOYIS1 HUMANIICollagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2 HU

P12110
P02458
AOADB7X1T:
P20774
P02458
099453
P07585
P21810
092743
P02751
AOADB7X1T:
P20774
P02768
014055
AOADB7X0SE
D6RGG3
075843
P12111
HOYN42
AOAOB7X1T
AOADB7X1T:
P35555
AOADB7X1T:
P35555
P02452
P02461
P02461
HOYIS1;P13¢
P02458
P02458
P02458
HOYIS1;P13¢
003692
P02458
P02458
006828
P02458
P02458
D6RGG3
P02452
P02458
P02458
P21810
P14555
P02452
P02458
P21810

P21810
P21810
P21810
P02458
AOAQB7X1T?
P02461
P02461
P21810
AOAQB7X1T]
P02452
P21810
P21810
P02452
P02458
P02458
P02461
P12107
HOYIS1;P13¢
P21810
P61626
P02461
P02458
P02751
P21810
P35555
P35555
AOAOBTWTZ
HOYIS1;P13¢
HOYIS1:P13¢
HOYIS1:P13¢
09BY77
043184
Q9UOE7
O8NFH5
HOYFGO
P02768
P35241
06zwW33
Q9BXNL
049AI7
P61981
Q9NUO3
AOAOBTWTZ
AOAOB7TWT#A
P16401
095747
Q8WVB6
AOAOB7TWT#A
099453
092882

K3(Carbamwi); C10(Carbamidomethvi)

K4(Carbamvi)

K2(Carbamvl)

K4(Carbamvl)

K6(Carbamwi); P12(Oxidation)

K1(Carbamvl)

N6(Deamidated); K13(Carbamvl)

C4(Carbamidomethvl); K10(Carbamv)

K2(Carbamvl)

K10(Carbamvl)

C3(Carbamidomethvl); K7(Carbamv)

K1(Carbamv)

K1(Carbamvl)

K14(Carbamvl)

Ké(Carbamvl)

K1(Carbamv)

P3(Oxidation): K6(Carbamvl): O8(Deamidated)

K9(Carbamvl)

K2(Carbamvl)

K4(Carbamwl); C5(Carbamidomethvl)

K3(Carbamwi); KS(Carbamvi)

N4(Deamidated); K6(Carbamvl); C15(Carbamidomethvl)

K5(Carbamvl)

K7(Carbamwi); N11(Deamidated)

P3(Oxidation): K12(Carbamvi)

P9(Oxidation); K12(Carbamvi)

N6(Deamidated); P9(Oxidation): K12(Carbamwl): P14(Oxidation)
P5(Oxidation): K6(Carbamvl): P9(Oxidation); P12(Oxidation): P15(Oxidation)
P3(Oxidation): K12(Carbamvi): P15(Oxidation)

P3(Oxidation); P11(Oxidation); K12(Carbamvl); P15(Oxidation)
P6(Oxidation): K12(Carbamvi)

K12(Carbamvl); P13(Oxidation)

P3(Oxidation): P15(Oxidation): K19(Carbamvi)

P3(Oxidation); P9(Oxidation); P11(Oxidation); K12(Carbamvi); P18(Oxidation)
P2(Oxidation): P6(Oxidation): K8(Carbamwl): P9(Oxidation): P18(Oxidation)
K7(Carbamwi); C18(Carbamidomethvi)

N3(Deamidated); K8(Carbamwl): P18(Oxidation)

P6(Oxidation): K8(Carbamvl): P15(Oxidation); P18(Oxidation)
K1(Carbamwi): C14(Carbamidomethvi)

K9(Carbamwi); P15(Oxidation)

K9(Carbamvl)

K9(Carbamwi); P15(Oxidation)

K5(Carbamvl)

K5(Carbamvi); C16(C: C18(C:

M6(Oxidation): P9(Oxidation): P11(Oxidation): K12(Carbamwl); P18(Oxidation)
P3(Oxidation); N5(Deamidated): P9(Oxidation); K18(Carbamwl); P21(Oxidation)
Ké(Carbamvl)

) OS=Homo sapiens ( P10915:D6R K4(Carbamvi)

Ka(Carbamyl)

K15(Carbamvl)

K15(Carbamvi): O17(Deamidated)

P6(Oxidation): K9(Carbamyl); P15(Oxidation): P21(Oxidation)

K8(Carbamyl)

P8(Oxidation): K9(Carbamyi); P15(Oxidation): P18(Oxidation)

P6(Oxidation); P8(Oxidation); K12(Carbamyl); P15(Oxidation); P18(Oxidation)
C4(Carbamidomethvi): K26(Carbamvi)

N4(Deamidated); K10(Carbamyl); P14(Oxidation)

P3(Oxidation): P9(Oxidation); P15(Oxidation); K18(Carbamvl); P24(Oxidation); P2
K21(Carbamyl)

P9(Oxidation): K21(Carbamvi)

P11(Oxidation); P15(Oxidation); K18(Carbamyl)

P11(Oxidation): K18(Carbamyl): P23(Oxidation)

P11(Oxidation); N15(Deamidated): K18(Carbamvl); P23(Oxidation)
P11(Oxidation); P15(Oxidation): K18(Carbamvi); P24(Oxidation): P27(Oxidation)
K8(Carbamyl); P11(Oxidation); P14(Oxidation)

K8(Carbamyl): P11(Oxidation); P15(Oxidation); M30(Oxidation)
Cd(Carbamidomethyl); K10(Carbamyl)

C3(Carbamidomethvi): N4(Deamidated): K7(Carbamyl); N13(Deamidated): C15(Ci
P5(Oxidation); K12(Carbamyl); P20(Oxidation); P21(Oxidation); P27(Oxidation); P:
P3(Oxidation): P6(Oxidation); P11(Oxidation); K12(Carbamvl); P17(Oxidation): PZ\

C1(C: K18(Carbamvl); M25(Oxidation); C28(C:
K5(Carbamy): K11(Carbamh); P14(Oxidation); N25(Deamidated)

C1(C: C3(C: MB8(Oxidation); K14(Carbamyl); C1€
C1(C: C3(C: M8(Oxidation): M13(Oxidation); K14

P9(Oxidation); P10(Oxidation); K16(Carbamyl); P18(Oxidation); P27(Oxidation); P:
R22(Ara->); K30(Carbamvl); O37(Deamidated)
P12(Oxidation); K30(Carbamyl)

P13(Oxidation): K30(Carbamvl): 037(Deamidated)
K4(Carbamyl)

P3(Oxidation): K5(Carbamyi); K6(Carbamyl)
K4(Carbamyl)

K5(Carbamyl)

X1(P); X1(Oxidation); K3(Carbamvi); P5(Oxidation)
K1(Carbamyl)

K1(Carbamyl)

O1(Deamidated); K4(Carbamvi)

K5(Carbamyl)

K1(Carbamwl): R2(Ara->); P8(Oxidation): P11(Oxidation)
K10(Carbamyl)

K4(Carbamwi): O8(Deamidated)

Kd(Carbamyl)

N1(Deamidated): K4(Carbamvi)

K1(Carbamvl)

P2(Oxidation): K4(Carbamyi); P6(Oxidation)
K1(Carbamvl); O6(Deamidated); K8(Carbamvl); O9(Deamidated)
K11(Carbamvl)

K1(Carbamyl)

K2(Carbamyi)

P ONAWNWONNONOONONRNRNN AR A AR ANV WRAANRRVWWANNWARARNWARNVWRRRWWAERNVWRRONWRNNNNRNNNNORRONON®RORNRNORNRN®NNGRNRNNN N

779.3479
633.3524

743.418
758.9108
678.8235
457.5856
749.3544
786.9247
538.6418

825.936
836.3577
548.9755
841.9761
858.4619
557.6319
568.3314
604.6716

457.5855
383.236
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10
10
10
10

KTEaITknlgELLR
KSNLWkaLanLOKR
RrkSNPKPLVLSEAR
SDkPDMAEIEKFDKSK
SDknGMAEIEKFDKSK
MVLDAEKYKAEDEVOR
GkPGDMGDPDPGPOGPPGK
RMHOLLGALHOKLAALR
GFDGADGVAGPKGPAGER
GDAGPKGADGSpGKDGVR
GPAGPNGIDGEKGPAGER
GPAGPNGInGEKGPAGER
MERASLIOKAKLAEQAER
MEKTELIGKAKLAEQAER
mMEKTELIOKAKLAEOAER
GAPGPaGPRGDKGETGER
TMDKSELVOKAKLAEOAER
AQYESIAAKNLOEAEEW YK
LTEKCLNNVIESPGLNVMR
GOAGVMGFpGPKGAAGEDGK
GDPPGPPGkpGDDGEAGKDGK
GPTGDPGKNGDKGHAGLAGAR
GPTGDPGKnGDKGHAGLAGAR
GPTGDpGKNGDKGHAGLAGAR
GPTGDPGKNGDKGHAGLAGAR
GEPGpVGVOGPpGPAGEEGKR
GPAGPOGPRGDKGETGEOGDR
LGLGNNKITDIENGSLANIPR
AOYESIAAKNLOEAEEW YKSK
GDRGDAGPKGADGSPGKDGVR
GDRGDAGPKGADGSPGKDGVR
GDRGDAGPKGADGSpGKDGVR
GPAGPOGPrGDKGETGEOGDR
GGDGSRGFpGADGVAGPKGPAGER
GOAGVMGFnGPKGAAGEDGKAGER
GOAGVMGFpGPkGAAGEPGKAGER
GADPGFRGPAGPNGINGEKGPAGER
AKYGEHEASPDNGONEFSDIIKSR
GPAGPPGKAGEDGHDGKDGRPGER
ADVVVSGPKVDIEAPDVSLEGPEGK
ADVDISGPKVGVEVPDVNIEGPEGK
GSpGPAGPKGSDGEAGRDGEAGLDGAK
GDPGSAGAPGKDGLNGLPGPIGDDGDR
GDAGPAGPKGEPGSPGENGAPGOMGPR
GDAGPAGDKGEDGSDGENGADGOMGPR
SGDAAIVDMVpGkPMcVESFSDYPPLGR
GGLGSPGPKGDKGEPGGPGADGVPGKDGPR
CEcpVGFFYNDKLLVCEDIDECONGPVCOR
NGEKGETGADGLKGENGLOGENGADGPMGPR
NGEKGETGAPGLKGENGLPGENGAPGPMGPR
NGEKGETGADGLKGENGLDGENGADGPMGPR
PGAKGLTGSD( DGK
PGAKGLT DGK
AOKGOLSDDEKFLFVDKNFINSPVAOADWAAK
GLTGPIGPPGPAGAPGDKGESGPSGPAGPTGAR
GLTGPIGPPGPAGADGDKGESGPSGPAGPTGAR
GLTGPIGPPGPAGAPGDKGESGPSGPAGPTGAR
GPSGPOGPGGPPGPKGNSGEPGAPGSKGDTGAK
GPTGPIGPPGPAGOPGDKGEGGAPGLPGIAGPR
GPTGPIGPPGpAGapGDKGEGGADPGLDGIAGPR
GPTGPIGPpGpAGOPGDKGEGGAPGLDPGIAGPR
TGpl DGAD
GETGFOGKTGPpGpPGVVGPOGPTGETGPMGER
GETGFOGkTGDDGDPGVVGPOGPTGETGPmGER

DS T uGER
PSGD T PGER
PGER

GFSGLDGAkGDAGPAGPKGEDGSDGENGAQGOMGPR
GFSGLDGAKGDAGPAGDPKGEDGSPGENGADGOMGPR
LTEMETLOSOLMAEKLOLOEQLQAETELCAEAEELR
GLDGLKGHNGLOGLPGIAGHHGDOGADGSVGPAGPR
GLPGLKGHNGLAGLPGIAGHHGDOGANGSVGPAGPR
GLFDEEMNEILTDPSDDTKGFFDPNTEENLTYLOLMER
CLCYDGFMASEDMKTCVDVNECDLNPNICLSGTCENTK
cLcYDGFMASEDMKTcVDVNECDLNPNICLSGTCENTK
CLCYDGFMASEDMKTCVDVNECDLNPNICLSGTCENTK
LCYVALDFEOEMATAASSSSLEKSYELPDGOVITIGNER
RVIMrPVSQAGKDELILEGNDIELVSNSAALIOQATTVK
TVLcGTcGODADkASASGSGAOVGGPISSGSSASSVTVTR

GSD OR
GSD T OR
GFpGLp!

PGl DGO D
GEVGLPGL! TGAK L LpGPR
GEVGLPGL! TGAK DGPR
GEVGLPGL! TGAK L LDGPR
GEVGLPGL! TGAK DGPR

TGEVGAVGPPGFAGEKGPSGEAGTAGPPGTPGPOGLLGARGILGLPGSR
TGEVGAVGPnGFAGEKGPSGEAGTAGPPGT PGnOGLLGADG ILGLbGSR

ARF GTPase-activatina protein GIT2 OS=Homo sapiens GN=GIT2 PE=1 SV=1 - [FBWAK2 HUMAN]
Coiled-coil d protein 90B, (Homo sapiens) GN=|

Ubiaquitinvl hvdrolase 1 OS=Homo sapiens GN=USP49 PE=4 SV=1 - [O5T3E1 HUMANI]

Thymosin beta-4 0S=Homo sapiens GN=TMSB4X PE=1 SV=2 - [TYB4 HUMANI

Thvmosin beta-4. Y-chromosomal OS=Homo sapiens GN=TMSBA4Y PE=2 SV=3 - [TYB4Y HUMANI

Heat shock 70 kDa protein 1-like OS=Homo sapiens GN=HSPA1L PE=1 S -[HS71L HUMAN]

Collagen alpha-1(XIIl) chain (Fraament) OS=Homo sapiens GN=COL13A1 PE=4 SV=1 - [H7BYT9 HUMANI]
Ras-GEF domain-containina family member 1C (Homo sapiens) GN=RGF1C

Ras-GEF domain-containina family member 1C (Homo saiens)

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|

Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 PE=1 S\

Collagen alpha-1(1ll) chain O lomo sapiens GN=COL3A1 P!
14-3-3 protein siama OS=Homo saniens GN=SFN PE=1 SV=1 - [1433S HUMAN]
lomo sapiens GN=YWHAQ P
lomo sapiens GN=YWHAO P
Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 PE 1 SV=4 - [CO3A1 HUMAN]
14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=3 - [14338 HUMANI
Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI HUMAN]

Band 4.1-like protein 5 OS=Homo sapiens GN=EPB41L5 PE=1 SV=3 - [E41L5 HUMAN]

Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA087WTA8 HUMANI]

Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1) chain OS=Homo saniens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Asporin OS=Homo sapiens GN=ASPN PE=1 S -[ASPN HUMANI

Peripherin OS=Homo saniens GN=PRPH PE=1 SV=2 - [PERI HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]

Collagen alpha-1(1) chain OS=Homo saniens G HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]|

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens Gl HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMANI

Collagen alpha-1(1ll) chain OS=Homo saniens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI

Utrophin OS=Homo sapiens GN=UTRN PE=1 SV=2 - [UTRO HUMANI

Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMANI

Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 - [AHNK HUMAN]
Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 - [AHNK HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Elonaation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 - [EF1A1 HUMANI
Collagen alpha-1(I1l) chain OS=Homo saniens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI
Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]|

Collagen alpha-1(Ill) chain OS=Homo saniens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI
Collagen alpha-1(1ll) chain O S

Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11 HUMAN]

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens Gl

Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(lll) chain O
Collagen alpha-1(1ll) chain O!
Collagen alpha-1(ll) chain O
Collagen alpha-1(1ll) chain O!
Collagen alpha-1(V) chain O - [ADAOB7WXWY HUMAN]
Collagen alpha-1(V) chain O S! - [ADAOB7WXW9 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV=1 - [ADAO87WTA8 HUMANI]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMAN]
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [AOA0O87WTA8 HUMANI]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI]
Collagen alpha-1(1) chain OS=Homo sapiens Gl OL1A1 PE=1 SV=5 - [CO1A1 HUMAN]
Myosin-9 OS=Homo sapiens GN=MYH9 PE= -IMYH9 HUMANI

Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV=1 - [ADAO87WTA8 HUMANI]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [ACAO87WTA8 HUMAN]
Plectin OS=Homo sapiens GN=PLEC PE=1 SV=3 - [PLEC HUMAN]

S

F8WAK2 04(D K7(Carbamwi); N8(D 010(Dx
E9PKOS5 K6(Carbamwi); O7(Dy Q9(D N10(D
O5T3EL  R2(Ara->); K3(Carbamvl)

P62328 K3(Carbamvi)

014604 N-Term(Acetvi): K3(Carbamvi); P4(Oxidation)

P34931 K7(Carbamwi); K9(Carbamvi)

O5TAT6  K2(Carbami); P8(Oxidation): P9(Oxidation)

08N431 M2(Oxidation); O7(Deamidated); K12(Carbamwi)

P02452 P3(Oxidation): K12(Carbamvi)

P02452 K6(Carbamwl); P12(Oxidation)

P02461 P9(Oxidation): K12(Carbamvi)

P02461 P9(Oxidation); K12(Carbamvi); P14(Oxidation)

P31947 N-Term(Carba): K9(Carbamvl)

P27348 M1(Oxidation); N-Term(Acetvl); K3(Carbamvl); O8(Deamidated)
P27348 N-Term(Carba): M1(Oxidation): K3(Carbamvi)

P02461 O6(Deamidated); K12(Carbamvl)

P31946 Ké(Carbamvl)

P41219 K9(Carbamvi)

O9HCM4  Ka(Carbamvi); C5(Carbamidomethvl)

P02452 P9(Oxidation); K12(Carbamvi); P18(Oxidation)

P02458 P2(Oxidation): P6(Oxidation); K8(Carbami): P9(Oxidation): P18(Oxidation)

AOA087WT/ K8(Carbamvi)

AOA0B7WT# K8(Carbamvi); N9(Deamidated)

AOA087WT/ P6(Oxidation); K8(Carbamvl)

AOA0B7WT# P6(Oxidation): K8(Carbamvi): N9(Deamidated)

P02452  P5(Oxidation); P12(Oxidation); K20(Carbamyi)
P02452  P2(Oxidation): K12(Carbamyl)

Q9BXNL  K7(Carbami): N13(Deamidated)

P41219  K9(Carbamvi)

P02452  K9(Carbamvl)

P02452  K9(Carbamvi): P15(Oxidation)

P02452  P8(Oxidation); K9(Carbamvi); P15(Oxidation)

P02452  RO(Ara->): K12(Carbamvi)

P02452  P3(Oxidation); P9(Oxidation): K18(Carbamyl)

P02452  P9(Oxidation): K12(Carbamwl): P18(Oxidation)

P02452  P9(Oxidation); P11(Oxidation): K12(Carbamvi); P18(Oxidation)

P02461  P3(Oxidation): P15(Oxidation): K18(Carbamvl)

P46939  K2(Carbamvl)

AOAOB7WT/ P6(Oxidation): K8(Carbamvl): P15(Oxidation): P18(Oxidation)

009666 K9(Carbamvi)

009666 P8(Oxidation): K9(Carbamvi)

P02452  P3(Oxidation): K9(Carbamvi); P12(Oxidation); P18(Oxidation): P24(Oxidation)
P02452  P2(Oxidation): K11(Carbamvl): P23(Oxidation): P24(Oxidation): P26(Oxidation)
P02452  P8(Oxidation): K9(Carbamvi); P12(Oxidation); P15(Oxidation): P21(Oxidation)
P02452  P8(Oxidation): K9(Carbamv): P12(Oxidation): P15(Oxidation): N18(Deamidated): |
P68104  M9(Oxidation): P11(Oxidation): K13(Carbamvi): C16(Carbamidomethyi)

P02461  P6(Oxidation): P8(Oxidation): K9(Carbamyl)

P35555  C1(Ci C3(C: P4(Oxidation); K12(Carbamvl); C16
P02461  P10(Oxidation): K13(Carbamvi): P19(Oxidation): P25(Oxidation)

P02461  Ni(Deamidated): K4(Carbami); P10(Oxidation): P19(Oxidation): P25(Oxidation)
P02461  Ni(Deamidated): KA(Carbaml); P10(Oxidation): K13(Carbamv): P19(Oxidation):
P02452  P3(Oxidation): P9(Oxidation); P15(Oxidation); K18(Carbamvi); P24(Oxidation)
P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P2
P35749  K1l(Carbamyl)

P02452 P9(Oxidation); K18(Carbamyl)

P02452  P11(Oxidation); P15(Oxidation): K18(Carbamyi)

P02452 P8(Oxidation); P9(Oxidation); P11(Oxidation); K18(Carbamyl)

P02452  P14(Oxidation); K15(Carbamvi): P21(Oxidation): P24(Oxidation)

P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)
P02461  P11(Oxidation); O14(Deamidated): P15(Oxidation): K18(Carbamv): P24(Oxidation
P02461 P9(Oxidation); P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P:
P02461  P3(Oxidation): P11(Oxidation): P18(Oxidation): P21(Oxidation); P27(Oxidation); K:

AAOAOB7W XV K8(Carbamyl); P12(Oxidation); P14(Oxidation)

AAOAOB7WXV K8(Carbamyl): P11(Oxidation); P12(Oxidation); P14(Oxidation); M30(Oxidation)
AOAO87WT# K3(Carbamyl); P5(Oxidation); P32(Oxidation)

AOAOB7WT/ P2(Oxidation): N11(Deamidated): K12(Carbamvi): P33(Oxidation)
AOAO87WT# P2(Oxidation); P5(Oxidation); K12(Carbamyl); P33(Oxidation)

AOAOB7WT/ P2(Oxidation): P5(Oxidation); P6(Oxidation); P8(Oxidation): K12(Carbamvl)

P02452 K9(Carbamyl); P21(Oxidation); P24(Oxidation); P30(Oxidation)
P02452  P17(Oxidation); K18(Carbamvi): P21(Oxidation): P24(Oxidation); P30(Oxidation)
P35579  M4(Oxidation); K15(Carbamyl); C29(Carbamidomethyl)

AOA087WT# P3(Oxidation); K6(Carbamvl): N9(Deamidated); P15(Oxidation); P27(Oxidation)

AOA0B7WT# P3(Oxidation); K6(Carbamyl); N9(Deamidated); Q12(Deamidated); P15(Oxidation)

GEIG

GSEGPO! DGC

GSEGPO! IPGADGO k
kAOLalnIK

xlaalRMEk

LLPAELPAKR

LKGLVSIKDK

ALVKOEELKR

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]
Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]
Fibrillin-1 0S=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMAN]

Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB HUMANIlActin, cvtoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1-
60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=4 - [D6RAN4 HUMAN]

Prelamin-A/C OS=Homo sapiens GN=LMNA PE=1 SV=1 - [LMNA HUMAN]

Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 PE=1 SV 4 - [CO3A1 HUMAN]
Collagen alpha-1(1ll) chain O! lomo sapiens GN=COL3AL1 P -[CO3A1 HUMANI]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV 5 - [CO1A1 HUMAN]
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl

Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
DNA polymerase kappa OS=Homo sapiens GN=POLK PE=4 SV=1 - [D6RAI7 HUMANI

Bromodomain adiacent to zinc finger domain protein 2B (Fragment) OS=Homo sapiens GN=BAZ2B PE=4 SV=1 - [H7BXK5 HUMAN]
DNA-dependent protein kinase catalvtic subunit OS=Homo sapiens GN=PRKDC PE=1 SV=3 - [PRKDC HUMANI]

COBW domain-containing protein 1 (Homo sapiens) GN=CBWD1
MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - [MICLK HUMANI

ACTG HUMANIIPOTE ankyrin ¢

OL1A2 PE=4 SV=1 - [ADAOS7WTA8 HUMAN]
OL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMAN]
Collagen alpha-2(1) chain OS=Homo sapiens Gl OL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMAN]
HUMANT

015149 M7(Oxidation); KlQ{Carbamv\) NZQ{DEam\dated) M36(Oxidation)

P35555 C1(Ci M13(Oxidation); K14(Carbamvl); C1
P35555 C1(C: C3{f‘ M8(Oxidation); M13(Oxidation); K14
P35555 C1(Ci C3(Ci M8(Oxidation); M13(Oxidation); K14

P60709:P63; C2(Carbamidomethv): K23(Carbamvl)
D6RAN4  R3(Arg->); M4(Oxidation); R5(Ara->); Q11(Deamidated); K12(Carbamyl); N20(De:
P02545  CA(C: P10(Oxidation): K13(Carbamvi)
P02461  OS5(Deamidated); P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); K2
P02461  OS5(Deamidated): P6(Oxidation); P8(Oxidation): P9(Oxidation); P11(Oxidation): P1
P02452 P3(Oxidation); P6(Oxidation): K14(Carbamvl); R24(Arg->); M30(Oxidation)
P02452  P3(Oxidation): P5(Oxidation): P18(Oxidation); P24(Oxidation): K27(Carbamvi): P3:
AOAOB7WTZ P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); f
AOAOB7WT# P14(Oxidation): P15(Oxidation): P18(Oxidation): N21(Deamidated): K27(Carbamyl
AOA0B7WTZ P11(Oxidation); P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); f
AOAOB7WT/ P11(Oxidation): P14(Oxidation): P15(Oxidation): N17(Deamidated): P18(Oxidation
AOAOB7W T/ P9(Oxidation); P10(Oxidation); K16(Carbamvl); P18(Oxidation); P33(Oxidation); P
AAOAOB7WT# P9(Oxidation): P10(Oxidation): K16(Carbamyi); P18(Oxidation): P27(Oxidation): P:
AOAOB7TWT R3(Ara->); N8(Deamidated); P11(Oxidation); P18(Oxidation); P20(Oxidation); P23
P02452  P23(Oxidation); P27(Oxidation): P33(Oxidation): K36(Carbamvi); N39(Deamidated
P02452  P5(Oxidation); R9(Ara->); P12(Oxidation); P27(Oxidation); P33(Oxidation); K36(C:
DBRAI7  Ki(Carbamvi): O5(Deamidated): N7(Deamidated)

Q9UIF8 X1(Y); O3(Deamidated); Q4(Deamidated); K9(Carbamyl)

P78527  K9(Carbamvl)

Q9BRT8  K2(Carbami); K8(Carbamyl)

06zW33  O1(Deamidated): K4(Carbamyl)

ONONNBE R R A AW W AW AR RS A A AR A A R R AR AN NN AN VWRRNVWWERNWNWRWEBRNNWNRRAANNNWAR W AWARAWSARWNAWARARANNWNW®OASDWRW

587.3142
458.2554
599.0197
478.4874
478.4874
503.2487
550.262
696.3898
849.9155
567.2719
860.428
868.4241
540.2944
565.2951
555.2951
453.2169
555.2951
772.0387
558.2914
944.4572
641.3027
494.749
494.9954
664.6618
498.9943
683.001
531.9993
751.7365
633.0665
671.3256
676.6566
511.7424
528.2443
742.695
1151.059
1159.059
1161.074
684.5706
593.0427
850.7616
860.4387
1232.097
833.0883
1276.558
1277.058
768.36
687.0842
1261.204
1012.805
1013.137
620.0875
974.8022
980.1334
906.7133
724.8618
971.4778
976.8104
982.4603
998.5012
998.8298
1003.832
1061.147
1070.174
810.8832
1055.537
1081.187
1086.187
1091.525
842.8881
1128.849
1074.03
857.1846
857.4305
1136.516
1145.722
1149.714
1149.968
1092.023
1096.821
953.707
952.1794
956.1804
1020.993
1309.276
1335.694
1002.267
1341.023
1341.355
1122.32
1126.318
1182.568
1195.319
1199.565
550.819
627.3141
384.236
593.8559
438.9171



10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10
10

13
13
13
13
13
13
13

YLAEVATGEKR

LAELEGALOKAK
XODLDGGKEHER
XxaDLDGGKEHER
AGEKGLPGAPGLR
NGDKGHAGLAGAR
GPAGPSGPAGKDGR
XGLGGGDSGDGTAR
KVPOVSTPTLVEVSR
VVpSLKLAaDLIEEIR
MKGLIDEVNODFTNR
GFpGADGVAGPKGPAGER
GFDGODGLAGPKGADGER
GpPGPPGkpGDDGEAGKDPGK
GDPPGPpGkpGDDGEAGKDGK
GDRGDVGEKGPEGAPGKDGGR
HAGVMVGMGakDSYVGDEAOSK

OAVDOIKSOEOQLAAELAEYTAK
GOAGVMGFDGPKkGAAGEDGKAGER

PGAKGLT( DGK
GLTGPIGPPGPAGADGDKGESGPSGPAGPTGAR

GLTGPIGPpGPAGAPGDKGESGPSGPAGPTGAR

WcGTTONYDADOKFGFCPMAAHEEICTTNEGVMYR
DTGP

FFTSHNGMOFSTWDNDNDKFEGNCAEQDGSGWWmNK

CFDHAAGTSYVVGETWEKDYOGWMMVDCTCLGEGSGR

CcFDHAAGTSYVVGETWEkpYaGWMMVDcTcLGEGSGR

GEVGLPGL! TGAK L DGPR

GEVGLPGL! TGAK L LoGPR

KGKKAPAGK

VADKIALIK

SHLLVKoVK

LDLLLEKTK

KIKNDLNLK

kOTALVELVK

XTOKLEEALK

KVTVGKDDIOK

YLAEVATGEKR

SImLAKKIIIK

MKYWGVASFLOK

AKWEMPFDPODTHOSR

VHLTPEEKSAVTALWGK

nRSknanSKcIGTDLNR

nrSknanSKeIGTDLNR

nkIIAATIERAODILOIDNAR

HAGVMVGMGakDSYVGDEAOSK

SMGGKEDLIWELLNOAQEHFGK

SRTEAESW YATKYEELOOTAGR

LLRDYQELMNTKLALDLEIATYR

OLREYGELMSVKLALDIEIATYR

FLEOAaNOVLOTKWELLOQVDTSTR

ITPGKPYILTVPGHLDEMOLDIQAR

RVAEGTOVLELPFKGDDITMVLILPKPEK

LSKEHLLK

KGKKAPAGK

KOTALVELVK

TSLKAATIK

TAKEIALGR

LAKEIAIGR

OTCMKFYAR

AATIKAEFVR

GCGTKFLSYK

YLAEVATGEKR

NLKYLPFVPSR

kYOYYSnKHcR

VKIVGPLEVNVR

VKFAPIVLTMPK

FLSYKFSNSGSR

FLSYKFSNSGSR

AVAEPGIOLKAVK

TPKLLTOTDSDGR

EKEVVLLVATEGR

OIKTLIEKTnEER

TSLKAATIKAEFVR

OYNVGPSVSKYPLR

EGCYGDKDEFPGVR

EIOcSGYTLPTKVAK

NTDEDKWGDACDNCR

YKKPECOSDWOCPGK

VSKEKEVVLLVATEGR

GLDkcYAGWLADGSLR

WKEATIPGHLNSYTIK

IGDOWDkOHDMGHMMR

GCGTKFLSYKFSNSGSR

GLLGPkGPpGInGPpGVR

NTDEDKWGDACDNCRSOK

GPpGDPPGKPGDDGEAGKPGK

GppGPPGKPGDDGEAGKPGK

GpPGPpGknGDDGEAGKDPGK

GANGEDPGKAGEKGLPGADPGLR

LOOHOAGEYFCckAOSDAGAVK

TEIDKPSOMOVTDVODNSISVK

EITFLKNTVMECDACGMOOSVR

LTTGKEAALSYGFYGCHCGVGGR

VGDTYERPKDSMIWDcTCIGAGR

VGDTYERPKDSMIWDCTCIGAGR

TKTETITGFOVDAVPANGOTPIOR

14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMAN]

- [HOYA47 HUMANI
RUN and FYVE domain-containina protein 1 (Fraoment) OS=Homo saniens GN=RUFY1 PE=1 SV=1 - [HOYA47 HUMAN]
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMAN]

Collagen alpha-2(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
RUN and FYVE domain-containina protein 1 (Fraament) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [J3KPP6 HUMAN]
Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMANI

AP-1 complex subunit gamma-like 2 OS=Homo sapiens GN=AP1G2 PE=4 SV=1 - [G3V2V9 HUMANI|

Fibrinogen alpha chain OS=Homo sapiens G|
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMAN]

Collagen alpha-1(11) chain O -[CO2A1 HUMANI

Collagen alpha-1(11) chain O -[CO2A1 HUMANI]

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI

Actin, alpha cardiac muscle 1 0S=Homo sapiens GN=ACTC1 PE=1 SV=1 - [ACTC HUMANIIActin. cvtoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB HU

P61981 K10(Carbamvi)

AOA087X10€ K10(Carbamvl)

096T51 N-Term(Carba): X1(K); X1(Carbamvi)
096751 X1(K); N-Te : X1(Carbamv); Q2(D
P02458 Ké(Carbamvl)

AOA087WT# K4(Carbamvi)

AOA0B7WT# K11(Carbamvi)

0Q96T51 N-Term(Acetvl); X1(K): X1(Carbamvl)
P02768 K1(Carbamvl)

G3vave P3(Oxidation); K6(Carbamvl); O8(Deamidated)
P02671 K2(Carbamvl)

P02452 P3(Oxidation); K12(Carbamvi)

P02458 P3(Oxidation): K12(Carbami): P15(Oxidation)
P02458 P2(Oxidation); K8(Carbamvl); P9(Oxidation); P18(Oxidation)
P02458 P2(Oxidation): P6(Oxidation); K8(Carbami); P9(Oxidation): P18(Oxidation)

P02458 K9(Carbamvi)

Ezrin OS=Homo sapiens GN=EZR PE=1 SV=3 - [ETEOR4 HUMANI|

Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-1(1) chain OS=Homo sapiens Gl
Collagen alpha-2(1) chain OS=Homo sapiens Gl
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]

Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI

Fibrinogen gamma chain OS=Homo sapiens Gl GG PE=1 SV=3 - [FIBG HUMANI|Fibrinogen aamma chain OS=Homo sapiens GN=FGG PE=1 SV=1 - [C9JC84 HUMANI
Fibronectin OS=Homo saniens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Fibronectin OS=Homo sapiens GN=FN1 PE=1 S\ - [FINC HUMANIT

Collaaen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [A0AO87WTA8 HUMANI

Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [ACA0O87WTA8 HUMANI]

Epidermal arowth factor recentor kinase substrate 8-like protein 2 (Fraament) OS=Homo sapiens GN=EPS8L2 PE=4 SV=1 - [HOYF37 HUMANI

Phosphoalycerate kinase 2 0S=Homo sapiens GN=PGK2 PE=1 SV=3 - [PGK2 HUMAN]

Putative PIN1-like protein (Homo sapiens) GN=PINL

CDKS requlatory subunit-associated protein 3 (Homo sapiens) GN=CK5P3

Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP HUMANI

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

Cilia- and flagella-associated protein 52 (Homo sapiens) GN=CFA52

Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11 HUMAN]

14-3-3 protein aamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMANI

Hippocampus abundant transcript 1 protein OS=Homo sapiens GN=HIAT1 PE=2 SV=2 - [HIAT1 HUMANI|

Retinol bindina protein 4. plasma. isoform CRA b OS=Homo saniens GN=RBP4 PE=1 SV=2 - [05VY30 HUMANI

Alpha-1 0S=Homo sapiens GN=! 3 PE=1 SV=2 - [AACT HUMAN]

Hemoalobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 - [HBB HUMANI

Mast cell carboxypeptidase A (Homo sapiens) GN=CBPA3

Mast cell carboxvoetidase A (Homo sapiens) GN=CBPA3

Keratin, tvpe | cytoskeletal 16 OS=Homo sapiens GN=KRT16 PE=1 SV=4 - [K1C16 HUMAN]

Actin. alpha skeletal muscle OS=Homo sapiens GN=ACTA1 PE=3 SV=1 - [05T8M8 HUMANIIActin. cvtoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB HUMANI
Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 - [TRFE HUMANI|

Keratin, tvpe Il cvtoskeletal 5 OS=Homo sapiens GN=KRT5 PE=1 SV=3 - [K2C5 HUMANI

Keratin, tvpe I cvtoskeletal 1 O lomo sapiens GN=KRT1 Pl S -[K2C1 HUMAN]

Keratin, type Il cvtoskeletal 7 OS=Homo sapiens GN=KRT7 PE=1 SV=5 - [K2C7 HUMANI

Keratin, tvpe II cvtoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1 HUMAN]

Complement C4-B OS=Homo sapiens GN=C4B PE=1 SV=2 - [CO4B HUMAN]|Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=2 - [CO4A HUMAN]

Antithrombin-1Il OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 - [ANT3 HUMAN]

DTW domain-containing protein 2 0S=Homo sapiens GN=DTWD2 PE=1 SV=1 - [D6RBD8 HUMAN]

Epidermal arowth factor receptor kinase substrate 8-like protein 2 (Fraament) OS=Homo sapiens GN=EPS8L2 PE=4 SV=1 - [HOYF37 HUMAN]

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN]

lomo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]

lomo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]

Cartilage intermediate laver protein 2 O lomo sapiens GN=CILP2 PE=2 SV=2 - [CILP2 HUMAN]

Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS HUMAN]

Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]|

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN|

14-3-3 protein aamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G HUMANI

Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD HUMAN]|

Phospholipase A2, membrane associated OS=Homo saniens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN]

Cartilage intermediate laver protein 1 0S=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]

Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN]

Phospholipase A2, membrane associated OS=Homo saniens GN=PLA2G2A P! - [PA2GA HUMAN]

Thrombospondin-4 OS=Homo sapiens GN=THBS4 PE=4 S!
Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]|

Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOAO7X1T7 HUMAN]

Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS HUMANI

Cartilage intermediate layer protein 1 0S=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN]

Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOAO7X1T7 HUMAN]|

Cartilage intermediate laver protein 1 OS=Homo saniens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]

Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMANI
Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 SV=2 - [SLPI HUMANI

Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [AOAOB7X1T7 HUMAN]

Adarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [ACA07X1T7 HUMANI]

Fibronectin OS=Homo sapiens GN=FN1 P! V=4 - [FINC HUMAN]

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN|
Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 P! SV=1-[HOYIS1 HUMANI

Cartilage oliqgomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMAN]

Collagen alpha-1(1l) chain O omo sapiens GN=COL2A1 P! S! -[CO2A1 HUMANI

Collagen alpha-1(II) chain O - [CO2A1 HUMAN]

Collagen alpha-1(1l) chain O -[CO2A1 HUMANI

Collagen alpha-1(II) chain O - [CO2A1 HUMAN]

Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMANI]
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Cartilage oliqomeric matrix protein OS=Homo sabiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMANI
Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN]
Fibronectin O lomo sapiens GN=FN1 P} S - [FINC HUMANIT

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMANI]

. P68032:P60° O2(Deami 010(D K11(Carbamyl)
E7EOR4 K7(Carbamvi)
P02452 P9(Oxidation): P11(Oxidation); K12(Carbamvl); P18(Oxidation)
P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamvi); P24(Oxidation); P2
P02452 P11(Oxidation); P15(Oxidation): K18(Carbamvl)

P02452 P8(Oxidation); P9(Oxidation); P11(Oxidation); K18(Carbamvi)
AOA0B7WT# P3(Oxidation): P27(Oxidation): K30(Carbamvl)

P02751 C2(Carbamidomethvl); K13(Carbamvl); C17(Carbamidomethvi); P18(Oxidation); C

AOA0B7WT# K3(Carbami); P5(Oxidation): P14(Oxidation); P32(Oxidation)
caJcs4 K19(Carbaml); C24(Carbamidomethvl); M34(Oxidation)

P02751 C1(Carbamidomethvl): K18(Carbamvl); P19(Oxidation); C28(Carbamidomethvi): C
P02751 C1(Carbamidomethvl); K18(Carbamwl); P19(Oxidation); O21(Deamidated); C28(Ci
AOA0B7WT# P11(Oxidation): P14(Oxidation); P15(Oxidation): P18(Oxidation): K27(Carbamvl);
AOA087WT/ P11(Oxidation); P14(Oxidation); P15(Oxidation); N17(Deamidated): P18(Oxidation

HOYF37 K3(Carbamvl)

P07205 K4(Carbamvi); O6(Deamidated)
015428 K6(Carbamwi); P7(Oxidation)
096JB5 K7(Carbamvi)

P15924 K3(Carbamwl): N7(Deamidated)
P02768 K1(Carbamvl)

08N1V2  N-Term(Acetv): X1(O); K4(Carbamvl)
P35749 K6(Carbamvi)

P61981 K10(Carbamvi)

096MC6 M3(Oxidation); Ké(Carbamvl); K7(Carbamvl)
05VY30  K2(Carbamvi)

P01011 K2(Carbamvi)

P68871 K8(Carbamvl)

P15088 N1(Deamidated); K4(Carbamvl); N5(Deamidated): O6(Deamidated). N7(Deamidat:

P15088  Ni(Deamidated): R2(Ara->): K4(Carbamyi): NS(Deamidated): O6(Deamidated): N
PO8779  Ni(Deamidated): K2(Carbamvl): N10(Deamidated); P13(Oxidation)
O5T8MS8:P6( 02(Deamidated): O10(Deamidated): K11(Carbamyl)
PO2787  K5(Carbamyl)

P13647  O10(Deamidated): K12(Carbamvi)

P04264  M9(Oxidation): N10(Deamidated): K12(Carbamyi)
P08729  O6(Deamidated): M(Oxidation): K12(Carbamyl)
P04264  O5(Deamidated): K12(Carbamvi)

POCOL5;POC P3(Oxidation); K5(Carbamyl)

P01008  K14(Carbamyl)

D6RBD8  K3(Carbamyl)

HOYF37  K3(Carbamvl)

P02768 K1(Carbamyl)

075339 K4(Carbamvl)

075339 K3(Carbamyl)

08IUL8  K3(Carbamyl)

P10909  C3(Carbamidomethy); KS(Carbamyl)

075339 K5(Carbamyl)

P14555 C2(Carbamidomethyl); K5(Carbamyl)

P61981  K10(Carbamyi)

Q06828 K3(Carbamyl)

P14555  K1(Carbamvi): N7(Deamidated); C10(Carbamidomethyi)
075339 K2(Carbamyl)

075339 K2(Carbamvl)

P14555 K5(Carbamyl)

P14555  K5(Carbamvi): N8(Deamidated)

S
- [E7ES19 HUMANI|Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMAN E7ES19;G3) K10(Carbamyl)

075339 K3(Carbamvl)

AOAQB7X1T' K2(Carbamvi)

P10909  K3(Carbamvi): N10(Deamidated)

075339 Ka(Carbamyl)

PO2751  K10(Carbamyl)

AOAOB7X1T C3(Carbamidomethyl); K7(Carbamyl)

075339 CA(Carbamidomethvl): K12(Carbamyl)

G3XAP6  K6(Carbamvi); C11(C: c14(C

P03973  K2(Carbamvi): C6(C: C12(C:

AOAQB7X1T} K3(Carbamvi)

AAOAOB7XLT: K4(Carbamwl): C5(Carbamidomethvi)

P02751 K2(Carbamyl)

PO2751  K7(Carbamvl)

P14555 C2(Carbamidomethvl): K5(Carbamvl): N13(Deamidated)
HOYISL  P5(Oxidation): K6(Carbamvi): P9(Oxidation): P12(Oxidation): P15(Oxidation)
G3XAP6  K6(Carbamvi); C11(C: ci4(c

P02458  P3(Oxidation): PS(Oxidation): K8(Carbamyi)

P02458  P2(Oxidation); P3(Oxidation); K8(Carbamyl); P18(Oxidation)
P02458  P2(Oxidation): P6(Oxidation): K8(Carbamvi): P9(Oxidation): P18(Oxidation)
P02458  P6(Oxidation); K8(Carbamy); P18(Oxidation)

075339 Cli(Carbamidomethvi): K12(Carbamvi)

P02751 K5(Carbamvl); N17(Deamidated)

G3XAP6  K6(Carbamvi): C12(C: C15(C:
P14555 K5(Carbamyl); C16(C: C18(C:
PO2751  K9(Carbamvi): C16(C: C18(C:
P02751  K9(Carbaml); M12(Oxidation); C16(C C18(C

P02751 K2(Carbamwi); N17(Deamidated)

PRVVWRRVWRRINDERNNDNNNNWENNNONNNORNNNRNNRNNRNNRNNIADRROOWRARDWRONNNNNONNNOWARNAIRROOWRREOORNNNORNNNNN®®N N

640.3304
657.3757
499.9027
499.9027
633.3532
633.8179
633.8146
666.8123
841.9761
604.6713
911.9324
849.9148
893.4324
635.9697
641.3018
514.2474
799.3484
826.4159
773.0396
980.1334
971.4767
976.8108
1012.483
850.1619
795.9077
870.1551
1075.956

1076.21
1341.016
1341.686
464.2891
536.3218
540.3322
372.5603
565.3312
586.3566
636.8417
637.3558
640.3306
453.9542
500.9276
672.6399
637.0143
513.7424
513.9887
789.7594
799.3496
858.4238

902.426

948.168
948.1694
992.8483
716.8868
656.7683

505.803
464.2889
586.3561
488.2954
501.2917

507.309
624.2889
574.8257
602.2957
640.3312
688.8889
530.9092
683.4152
693.9154
718.3528

479.566

683.907
737.8759
743.4197
549.2981

526.639

825.936
836.3577
869.4467
949.8555
651.9577

900.515
912.9402
634.3371
507.7226
647.3052
886.9879
747.9694
630.6392
635.9697
641.3021
670.0132
793.7109
836.0737

887.403

835.389
910.7432
916.0753
872.7822
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VPNSDOKDSDGDGIGDACDNCPOK

VFLKGGSDSDASLVITDLTLEDYGR

MIKLTTGKEAALSYGFYGCHCGVGGR

WkeDPVDOCODSETGTFYOQIGDSWEK

ANKOVCTDINECETGaHNCVPNSVCINTR

KTAFOISMAKPRPNSAEESNGPIYAFENLR

GLT

GLT

GPTGPIGPPGPAGOPGDKGEGGADGLOGIAGPR

GETGFOGKTGpPGPGGVVGPOGPTGETGPIGER

AGEDGLO DD

AGEDPGLOGDAGD! DD

AGEDGLO DD

LAKEIAIGR

KTYGGYOGR

kOTALVELVK

IHEKAFSPLR

HKLYGVYcFR

ISEAKLTGIPK

NLKYLPFVPSR

GFESKVDAILNR

VKIOGPOEYMVR

HANTKVGLEHLR

EKEVVLLVATEGR

GPAGPSGPAGKDGR

GPOGLTGPpGKAGR

GDVGEKGPEGADGK

KLTAKDFADIPNLR

GPOGALGEDGKOGSR

kLKDEGVELFAIGIK

VGVNDFCPMGFGVKR

VLEKLPGLVFLYMEK

VSKEKEVVLLVATEGR

GLDkcYAGWLADGSLR

GPGFATKEITNGKPFFK

FARVEADKYEYNVVPFR

GPAGPNGIDGEKGPAGER

GLLGpkGPpGInGPpGVR

GFDGODGLAGDKGADGER

FVGFPDKKHKLYGVYCFR

AKFYPEDVSEELIODITOR

GppGPPGKPGDDGEAGKDPGK

GDPGPpGkpGDDGEAGKDGK

AAVFHEKDYDSLAOPGFFDR

VGVVOFSNDVFPEFYLKTYR

ESNVGGIOOLSKKEIEDLLR

LTTGKEAALSYGFYGCHCGVGGR

GLpGKDGETGAAGPPDGPAGPAGER

SVPKEISPDTTLLDLONNDISELR

VFLKGGSDSDASLVITDLTLEDYGR

DLPETLNELHLDHNKIOAIELEDLLR

VFLKGGSDSDASLVITDLTLEDYGRYK

NMNCIEMGGNPLENSGFEPGAFDGLKLNYLR
PGAKGLT( DGK

GLTGPIGPPGPAGAPGDKGESGPSGPAGPTGAR

GLTGpIGppGPAGAPGDKGESGPSGPAGPTGAR

GPTGPIGPPGPAGOPGDKGEGGAPGLPGIAGPR

AYANDKFTpSEQVEGVVVTLVNLEPAPGFSANPR

WCGTTONYDADQOKFGFCPMAAHEEICTTNEGVMYR

GGAGpPGPEGGKGAAGPPGDPGAAGTPGLOGMPGER

GLPGTpGTDGPKGASGPAGPPGAQGPPGLOGMPGER

GLpGTpGTDGPKGASGPAGPPGAQGPPDGLOGMDPGER

OGLAGOR
POGLAGOR
OGLAGOR

AGEPGLOGPAGp! POGLAGOR
AGEDGLO DD POGLAGOR
GSDGO T OR
GSDGO T D OR
GEPGT] NPGTDGIPGAK D
GEVGLPGL! TGAK L LoGPR

GSD! D

Cartilage oliqomeric matrix protein OS=Homo saniens GN=COMP PE=4 SV=1 - [G3XAP6 HUMANI G3XAP6 K7(Carbamwi); C18(C: C21(C:

Hyaluronan and proteoalycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANI|Hvaluronan and proteoalycan link protein 1 (Fraament) OS=Homo sapiens ( P10915:D6R K4(Carbamvl)

Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMAN] P14555 K3(Carbamwi); C19(C: C21(C:

Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN] P02751 K2(Carbamwi); C3(C: Co(C:

Cartilage oliaomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6 HUMANI G3XAP6  K3(Carbamvl): C6(Ci C12(C: 016/(Ds

Cartilage intermediate laver protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1 HUMAN]| 075339 K1(Carbamvl)

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMAN] P02458 P11(Oxidation); K18(Carbami): P23(Oxidation)

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI| P02458 P11(Oxidation); N15(Deamidated); K18(Carbamwl); P23(Oxidation)

Collagen alpha-1(11l) chain OS=Homo saniens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN] P02461 P11(Oxidation); P15(Oxidation): K18(Carbamvl); P24(Oxidation); P27(Oxidation)

Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 P! - [COBAL HUMANI P12107 K8(Carbamwl); P11(Oxidation)

Collagen alpha-1(11) chain O -[CO2A1 HUMANI] P02458 P4(Oxidation): P9(Oxidation): K16(Carbamvl)

Collagen alpha-1(11) chain O -[CO2A1 HUMANI P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); K16(Carbamvi); P33(Oxidation)
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 P4(Oxidation): P9(Oxidation); P12(Oxidation); P13(Oxidation): K16(Carbamvi); P3:

Cartilage intermediate laver protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2 HUMAN] os8luLs K3(Carbamvl)

Hvaluronan and proteoalvcan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANII and link protein 1 0S=Homo sapiens ( P10915:D6R K1(Carbamvl)
Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU HUMAN] P02768 K1(Carbamvl)
Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI P21810 Ké(Carbamvl)
Hyaluronan and proteoalycan link protein 1 O lomo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMAN] P10915 K2(Carbamwi); C8(Carbamidomethvl)
Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMAN] P21810 K5(Carbamvl)
Fibromodulin OS=Homo sapiens GN=FMOD Pl SV=2-[FMOD HUMAN] 006828 K3(Carbamvi)
Collagen alpha-3(V1) chain OS=Homo saniens GN=COL6A3 PE=1 SV=5 - [CO6A3 HUMANI|Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7ENL6 HUM P12111:E7E K5(Carbamvl)
Cartilage intermediate laver protein 2 OS=Homo sapiens GN=CILP2 Pl SV=2-[CILP2 HUMANI| os8luLs K2(Carbamvi)

Collagen alpha-3(V1) chain OS=Homo saniens GN=COL6A3 PE=1 SV=5 - [CO6A3 HUMANIICollagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7ENL6 HUM P12111:E7E K5(Carbamvl)

Aaarecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [ACA087X1T7 HUMANIIAqarecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA HUMANI| AOAD87X1T1 K2(Carbamv)

Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [AOAO87WTA8 HUMANI AOA0B7WT# K11(Carbamvi)
S

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 P! - [HOYIS1 HUMANI HoYIS1 P9(Oxidation); K11(Carbamvi)
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 K6(Carbamwl): P12(Oxidation)
Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - [MIME HUMAN]| P20774 K1(Carbamv)

Collagen alpha-2(V1) chain OS=Homo saniens GN=COL6A2 PE=1 SV=4 - [CO6A2 HUMANI P12110 P9(Oxidation): K11(Carbamvi)
Collagen alpha-1(XII) chain OS=Homo sapiens G| OL12A1 PE=1 SV=1 - [D6RGG3 HUMAN] D6RGG3 K1(Carbamvl)

Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI P21810 C7(Carbamidomethvi): K14(Carbamvl)
Prolargin O K4(Carbamvi)

=Homo sapiens GN=PRELP PE=1 SV=1 - [PRELP HUMAN] P51888
i CAN PE=1 SV=2 - [PGCA HUMANI]
\CAN PE=1 SV=2 - [PGCA HUMAN]

jomo sapiens GN=ACAN PE=4 S\
lomo sapiens GN=ACAN P! S

- [AOA0B7X1T7 HUMANIIAdarecan core protein OS=Homo saviens Gi
- [ADA087X1T7 HUMANI|Aqarecan core protein OS=Homo saiens G|

AOAQB7X1T} K5(Carbamvi)
AOA087X1T’ K4(Carbamwl); C5(Carbamidomethvl)

Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1 HUMANI P35555 K7(Carbamwl):; N11(Deamidated)

Cartilage intermediate laver protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2 HUMAN] os8luLs K8(Carbamvi)

Collagen alpha-1(1ll) chain OS=Homo saniens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI P02461 N6(Deamidated); P9(Oxidation): K12(Carbamvi)

Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [HOYIS1 HUMANI HoYIS1 P5(Oxidation); K6(Carbamvl); P9(Oxidation); P12(Oxidation): P15(Oxidation)
Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 P3(Oxidation): P11(Oxidation): K12(Carbamvl): P15(Oxidation)

Hvaluronan and proteoalycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUMANI] P10915 K7(Carbamwl); C16(Carbamidomethvi)

Moesin OS=Homo sapiens GN=MSN PE=1 SV=3 - IMOES HUMAN] P26038 K2(Carbamvl)

Collagen alpha-1(11) chain O omo sapiens GN=COL2A1 P! S! -[CO2A1 HUMANI P02458 P2(Oxidation): P3(Oxidation); K8(Carbamvi); P18(Oxidation)

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 P2(Oxidation): P6(Oxidation): K8(Carbami): P9(Oxidation): P18(Oxidation)
Collagen alpha-2(V1) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2 HUMAN] P12110 K7(Carbamvi)

Collagen alpha-3(V1) chain OS=Homo saniens GN=COL6A3 PE=1 SV=5 - [CO6A3 HUMANIICollagen alpha-3(V1) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7TENL6 HUM P12111:E7E K17(Carbamv)

Chromodomain-helicase-DNA-bindina protein 9 (Fraament) OS=Homo sapiens GN=CHD9 PE=1 SV=4 - [H3BTW3 HUMANI H3BTW3  K13(Carbamvi)

Phospholipase A2. membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA HUMANI P14555 K5(Carbamw): C16(C: C18(C:

Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI P02458 P3(Oxidation); K5(Carbamv); P15(Oxidation)

Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI P21810 Ké(Carbamvl)

Hvaluronan and proteoalycan link protein 1 O lomo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUI 1IHv: and link protein 1 (Fraa ) OS=Homo sapiens ( P10915:D6R K4(Carbamvi)

Bialvcan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMANI P21810 P3(Oxidation): K15(Carbamvi)

Hvaluronan and proteoalycan link protein 1 O lomo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1 HUI 1IHv: and link protein 1 (Fraa ) OS=Homo sapiens ( P10915:D6R K4(Carbamvi)

Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1 HUMAN] P21810
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI P02452
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMAN] P02452
Collagen alpha-1(1) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1 HUMANI P02452
Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMANI P02461
Cartilage intermediate laver protein 2 0S=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2 HUMANI osluLs
Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC HUMAN] P02751

C(Carbamidomethyl); K26(Carbamyl)

P3(Oxidation): P9(Oxidation); P15(Oxidation); K18(Carbamvl); P24(Oxidation); P2
P11(Oxidation); P15(Oxidation); K18(Carbamyl)

P5(Oxidation): P8(Oxidation): P9(Oxidation): K18(Carbamyi)

P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)
K6(Carbamyi); P9(Oxidation)

C2(Carbamidomethvl); N7(Deamidated); K13(Carbamvl); C17(Carbamidomethvl);

Collagen alpha-1(1ll) chain OS=Homo sapiens GN=COL3A1 P! -[CO3A1 HUMANI] P02461 P5(Oxidation); K12(Carbamvi); P20(Oxidation): P21(Oxidation); P27(Oxidation); P:
Collagen alpha-1(11) chain O lomo sapiens GN=COL2A1 P} -[CO2A1 HUMAN] P02458 P3(Oxidation); P6(Oxidation); P11(Oxidation); K12(Carbamvl); P26(Oxidation); P2
Collagen alpha-1(1l) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1 HUMANI] P02458 P3(Oxidation): P6(Oxidation); P11(Oxidation); K12(Carbamvi); P17(Oxidation); P2!
Collagen alpha-1(11) chain O lomo sapiens GN=COL2A1 P} -[CO2A1 HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); K16(Carbamvl); P33(Oxidation)

Collagen alpha-1(11) chain O omo sapiens GN=COL2A1 P! S! -[CO2A1 HUMANI P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamvl); P3:
Collagen alpha-1(Ill) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1 HUMAN| P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); K24
Collagen alpha-1(1ll) chain O! lomo sapiens GN=COL3A1 P S -[CO3A1 HUMANI] P02461 P6(Oxidation): P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation): P18(

Collagen alpha-1(Il) chain OS=Homo sapiens GN=COL2A1 P!
Collagen alpha-2(1) chain OS=Homo saniens GN=COL1A2 PE=4 SV=1 - [AOA0O87WTA8 HUMANI]
Collagen alpha-2(1) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [ACAO87WTA8 HUMAN]

P02458  P6(Oxidation); P9(Oxidation); P11(Oxidation); P18(Oxidation); P24(Oxidation); K2
AOAOB7WT P11(Oxidation): P14(Oxidation): P15(Oxidation): P18(Oxidation); K27(Carbamvl); f
ADA087WT# P21(Oxidation); P24(Oxidation); P27(Oxidation); P29(Oxidation); K30(Carbamyl)
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879.025
905.4578
719.8488

1074.79
1154.842
853.1825
975.8179
976.1489
998.4946
1045.512
1240.909
1251572
1256.906
507.3088
536.7617
586.3563
414.2318
462.5641
600.3547
688.8898
464.5811
497.5981
473.2611
743.4169
633.8122
676.3563
678.8233

548.975
749.3746

568.33
863.4146
608.0126
600.6812
912.9392
628.3281
716.0311
860.9113
886.9871

901.428
576.7994
775.3862
635.9696
641.3012
786.0383
1226.121
575.5667
835.3861
731.0189
914.1411
905.4571

628.934
1002.507
1167.541
980.1307
971.4724
976.8081
998.4978

1225.95
850.3577
1062.162
1120526
1125.862
1251573
1256.905
1274.567
959.9315
1331.281

1341.02
1045.016



