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NL: 2.48E6
q2140333a#34554  RT: 
76.32  AV: 1 T: FTMS + 
c NSI d Full ms2 
886.99@hcd27.00 
[122.00-1830.00] 

NL: 1.51E7
q2140630#1577  RT: 
10.18  AV: 1 T: FTMS + 
c NSI d Full ms2 
886.98@hcd27.00 
[122.00-1830.00] 
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NL: 6.93E5
q2140225a#15627  RT: 
42.35  AV: 1 T: FTMS + 
c NSI d Full ms2 
860.42@hcd27.00 
[118.33-1775.00] 

NL: 9.14E5
q2140631#1459  RT: 
9.33  AV: 1 T: FTMS + c 
NSI d Full ms2 
860.42@hcd27.00 
[118.33-1775.00] 
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NL: 1.38E5
q2140225a#51930  RT: 
107.82  AV: 1 T: FTMS 
+ c NSI d Full ms2 
696.71@hcd27.00 
[143.33-2150.00] 

NL: 1.61E5
q2140632#1754  RT: 
11.08  AV: 1 T: FTMS + 
c NSI d Full ms2 
697.04@hcd27.00 
[143.67-2155.00] 
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NL: 3.76E4
q2140260a#36922  RT: 
88.44  AV: 1 T: FTMS + 
c NSI d Full ms2 
834.44@hcd27.00 
[114.67-1720.00] 

NL: 1.14E5
q2140633#1800  RT: 
10.86  AV: 1 T: FTMS + 
c NSI d Full ms2 
834.44@hcd27.00 
[114.67-1720.00] 
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NL: 6.36E4
q2140340a#22989  RT: 
53.78  AV: 1 T: FTMS + 
c NSI d Full ms2 
681.96@hcd27.00 
[140.33-2105.00] 

NL: 4.34E4
q2140634#1428  RT: 
9.55  AV: 1 T: FTMS + c 
NSI d Full ms2 
682.29@hcd27.00 
[140.67-2110.00] 
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NL: 1.85E5
q2140200#35972  RT: 
78.22  AV: 1 T: FTMS + 
c NSI d Full ms2 
921.00@hcd27.00 
[126.67-1900.00] 

NL: 2.65E5
q2140635#1682  RT: 
10.52  AV: 1 T: FTMS + 
c NSI d Full ms2 
921.50@hcd27.00 
[126.67-1900.00] 
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NL: 8.47E4
q2140204#40888  RT: 
89.38  AV: 1 T: FTMS + 
c NSI d Full ms2 
601.02@hcd27.00 
[124.00-1860.00] 

NL: 2.17E4
q2140637#1638  RT: 
10.67  AV: 1 T: FTMS + 
c NSI d Full ms2 
601.01@hcd27.00 
[124.00-1860.00] 
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NL: 2.79E4
q2140265a#55647  RT: 
119.03  AV: 1 T: FTMS 
+ c NSI d Full ms2 
847.46@hcd27.00 
[116.67-1750.00] 

NL: 8.62E4
q2140638#1968  RT: 
11.62  AV: 1 T: FTMS + 
c NSI d Full ms2 
847.45@hcd27.00 
[116.67-1750.00] 
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NL: 7.25E5
q2140337a#6091  RT: 
22.94  AV: 1 T: FTMS + 
c NSI d Full ms2 
494.91@hcd27.00 
[102.33-1535.00] 

NL: 1.85E7
q2140639#1246  RT: 
8.12  AV: 1 T: FTMS + c 
NSI d Full ms2 
494.91@hcd27.00 
[102.33-1535.00] 
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NL: 5.76E4
q2140200#29406  RT: 
66.21  AV: 1 T: FTMS + 
c NSI d Full ms2 
869.45@hcd27.00 
[119.67-1795.00] 

NL: 1.51E5
q2140640#1575  RT: 
10.14  AV: 1 T: FTMS + 
c NSI d Full ms2 
869.44@hcd27.00 
[119.67-1795.00] 
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NL: 5.96E5
q2140228a#21036  RT: 
49.33  AV: 1 T: FTMS + 
c NSI d Full ms2 
513.93@hcd27.00 
[106.33-1595.00] 

NL: 4.14E6
q2140641#1384  RT: 
9.17  AV: 1 T: FTMS + c 
NSI d Full ms2 
513.93@hcd27.00 
[106.33-1595.00] 
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NL: 1.32E5
q2140201#10898  RT: 
31.45  AV: 1 T: FTMS + 
c NSI d Full ms2 
749.38@hcd27.00 
[103.33-1550.00] 

NL: 9.41E5
q2140642#1384  RT: 
8.95  AV: 1 T: FTMS + c 
NSI d Full ms2 
749.37@hcd27.00 
[103.33-1550.00] 
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1169.65
z=?
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z=1
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z=?

803.46
z=?

1256.65
z=?

748.37
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z=?

1315.73
z=?1052.59

z=?
412.22

z=?
1543.02

z=?

361.22
z=?

599.51
z=?

NL: 4.25E5
q2140225a#32478  RT: 
72.30  AV: 1 T: FTMS + 
c NSI d Full ms2 
841.98@hcd27.00 
[115.67-1735.00] 

NL: 6.74E5
q2140643#1637  RT: 
10.31  AV: 1 T: FTMS + 
c NSI d Full ms2 
841.97@hcd27.00 
[115.67-1735.00] 
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from sample
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Eluted          

Synthetic         
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z=1
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z=?
335.15

z=?
245.08
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1136.40
z=1

1230.58
z=?

1794.28
z=?

820.81
z=?
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z=1
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z=1
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1136.40
z=?

712.25
z=?

460.17
z=?

872.34
z=?

245.08
z=?

NL: 3.96E5
q2140334a#19192  RT: 
47.42  AV: 1 T: FTMS + 
c NSI d Full ms2 
949.86@hcd27.00 
[130.33-1955.00] 

NL: 2.93E6
q2140644#1468  RT: 
9.53  AV: 1 T: FTMS + c 
NSI d Full ms2 
949.85@hcd27.00 
[130.33-1955.00] 
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from sample
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Eluted          

Synthetic         
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z=2 1628.81

z=?
907.33

z=?
1723.44

z=?

NL: 1.96E6
q2140334a#27295  RT: 
62.33  AV: 1 T: FTMS + 
c NSI d Full ms2 
836.36@hcd27.00 
[115.00-1725.00] 

NL: 1.56E5
q2140645#1505  RT: 
9.94  AV: 1 T: FTMS + c 
NSI d Full ms2 
836.36@hcd27.00 
[115.00-1725.00] 

from sample

synthetic
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Eluted          

Synthetic         
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z=1 998.51
z=1

757.40
z=1

492.75
z=2

633.81
z=2
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347.17
z=?
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z=?

526.49
z=? 646.33

z=?
412.42

z=?

NL: 1.06E6
q2140226a#8375  RT: 
26.29  AV: 1 T: FTMS + 
c NSI d Full ms2 
633.81@hcd27.00 
[87.67-1315.00] 

NL: 2.45E5
q2140646#1352  RT: 
8.73  AV: 1 T: FTMS + c 
NSI d Full ms2 
633.81@hcd27.00 
[87.67-1315.00] 
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z=?
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z=?

472.25
z=?

NL: 4.60E4
q2140228a#43162  RT: 
90.19  AV: 1 T: FTMS + 
c NSI d Full ms2 
568.99@hcd27.00 
[117.33-1760.00] 

NL: 3.73E5
q2140647#1662  RT: 
10.60  AV: 1 T: FTMS + 
c NSI d Full ms2 
568.99@hcd27.00 
[117.33-1760.00] 
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from sample
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Eluted          

Synthetic         
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z=?

1146.63
z=1

1103.62
z=1

1089.60
z=1389.15

z=1
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z=1
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z=?
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z=?

692.23
z=?

NL: 2.32E5
q2140200#31192  RT: 
69.49  AV: 1 T: FTMS + 
c NSI d Full ms2 
825.93@hcd27.00 
[113.67-1705.00] 

NL: 3.11E5
q2140648#1618  RT: 
10.16  AV: 1 T: FTMS + 
c NSI d Full ms2 
825.93@hcd27.00 
[113.67-1705.00] 
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from sample

synthetic

Eluted          

Synthetic         
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z=2
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z=1
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z=1
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z=1 1070.53

z=1
1203.65

z=1

NL: 3.84E5
q2140026a#28704  RT: 
63.77  AV: 1 T: FTMS + 
c NSI d Full ms2 
524.95@hcd27.00 
[108.33-1625.00] 

NL: 2.71E6
q2140649#1540  RT: 
9.95  AV: 1 T: FTMS + c 
NSI d Full ms2 
524.95@hcd27.00 
[108.33-1625.00] 

VVQcSDLGLkSVPK

from sample

synthetic

Eluted          

Synthetic         
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z=?
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z=?

992.57
z=?

NL: 1.50E6
q2140200#23210  RT: 
55.01  AV: 1 T: FTMS + 
c NSI d Full ms2 
633.35@hcd27.00 
[87.33-1310.00] 

NL: 9.99E6
q2140650#1523  RT: 
9.94  AV: 1 T: FTMS + c 
NSI d Full ms2 
633.35@hcd27.00 
[87.33-1310.00] 
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1349.83
z=?

NL: 2.42E5
q2140333a#29171  RT: 
66.33  AV: 1 T: FTMS + 
c NSI d Full ms2 
683.91@hcd27.00 
[94.33-1415.00] 

NL: 5.29E7
q2140651#1537  RT: 
10.11  AV: 1 T: FTMS + 
c NSI d Full ms2 
683.91@hcd27.00 
[94.33-1415.00] 

from sample

synthetic
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z=?

NL: 2.68E5
q2140334a#40220  RT: 
86.42  AV: 1 T: FTMS + 
c NSI d Full ms2 
743.42@hcd27.00 
[102.33-1535.00] 

NL: 3.07E4
q2140652#1659  RT: 
10.80  AV: 1 T: FTMS + 
c NSI d Full ms2 
743.42@hcd27.00 
[102.33-1535.00] 
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z=?

327.23
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NL: 2.94E5
q2140269a#6691  RT: 
22.74  AV: 1 T: FTMS + 
c NSI d Full ms2 
422.88@hcd27.00 
[87.67-1315.00] 

NL: 3.48E5
q2140653#1344  RT: 
8.62  AV: 1 T: FTMS + c 
NSI d Full ms2 
422.88@hcd27.00 
[87.67-1315.00] 
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z=?
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z=?
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551.31
z=?

1294.55
z=?

NL: 2.54E5
q2140029a#19376  RT: 
45.10  AV: 1 T: FTMS + 
c NSI d Full ms2 
482.59@hcd27.00 
[99.67-1495.00] 

NL: 2.27E5
q2140654#1491  RT: 
9.19  AV: 1 T: FTMS + c 
NSI d Full ms2 
482.58@hcd27.00 
[99.67-1495.00] 
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z=?

732.44
z=?

1314.96
z=?

854.57
z=?

511.29
z=?

294.18
z=?

NL: 9.70E5
q2140027a#10657  RT: 
29.46  AV: 1 T: FTMS + 
c NSI d Full ms2 
687.87@hcd27.00 
[95.00-1425.00] 

NL: 8.21E4
q2140655#1332  RT: 
8.88  AV: 1 T: FTMS + c 
NSI d Full ms2 
687.86@hcd27.00 
[95.00-1425.00] 

ESkPLTAQQTTK

from sample

synthetic

Eluted          

Synthetic         
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420.72
z=2

549.27
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z=?
318.26

z=?

280.91
z=?

NL: 3.18E5
q2140266a#6994  RT: 
24.67  AV: 1 T: FTMS + 
c NSI d Full ms2 
579.78@hcd27.00 
[80.00-1200.00] 

NL: 2.60E6
q2140656#1426  RT: 
8.73  AV: 1 T: FTMS + c 
NSI d Full ms2 
579.78@hcd27.00 
[80.00-1200.00] 

GADGSPGkDGVR

from sample

synthetic

Eluted          

Synthetic         
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z=1

509.31
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455.30
z=?

NL: 2.06E6
q2140220a#35831  RT: 
84.17  AV: 1 T: FTMS + 
c NSI d Full ms2 
592.86@hcd27.00 
[82.00-1230.00] 

NL: 2.42E5
q2140657#1634  RT: 
10.77  AV: 1 T: FTMS + 
c NSI d Full ms2 
592.85@hcd27.00 
[82.00-1230.00] 

kLVAASQAALGL

from sample

synthetic

Eluted          

Synthetic         
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1044.56
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468.29
z=1

687.29
z=?

127.09
z=?

549.34
z=?

1169.60
z=1584.38

z=?
800.38

z=?

NL: 4.06E5
q2140200#23664  RT: 
55.82  AV: 1 T: FTMS + 
c NSI d Full ms2 
700.89@hcd27.00 
[96.67-1450.00] 

NL: 2.76E5
q2140659#1468  RT: 
9.90  AV: 1 T: FTMS + c 
NSI d Full ms2 
700.89@hcd27.00 
[96.67-1450.00] 

TLVkVIPQGScR

from sample

synthetic

Eluted          

Synthetic         
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z=1

729.42
z=?

1081.62
z=?

523.32
z=?

NL: 5.77E5
q2140200#37715  RT: 
81.38  AV: 1 T: FTMS + 
c NSI d Full ms2 
683.41@hcd27.00 
[94.33-1415.00] 

NL: 3.19E5
q2140660#1636  RT: 
10.53  AV: 1 T: FTMS + 
c NSI d Full ms2 
683.41@hcd27.00 
[94.33-1415.00] 

VkIVGPLEVNVR

Eluted          

Synthetic         
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713.35
z=?

NL: 1.87E5
q2140200#25716  RT: 
59.53  AV: 1 T: FTMS + 
c NSI d Full ms2 
600.36@hcd27.00 
[83.00-1245.00] 

NL: 2.84E5
q2140661#1514  RT: 
9.93  AV: 1 T: FTMS + c 
NSI d Full ms2 
600.35@hcd27.00 
[83.00-1245.00] 

ISEAkLTGIPK

Eluted          

Synthetic         
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431.23
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458.28
z=?

562.29
z=?

685.37
z=?

988.53
z=?

789.64
z=?

NL: 1.11E5
q2140200#44197  RT: 
93.35  AV: 1 T: FTMS + 
c NSI d Full ms2 
688.89@hcd27.00 
[95.00-1425.00] 

NL: 1.72E7
q2140662#1697  RT: 
10.98  AV: 1 T: FTMS + 
c NSI d Full ms2 
688.89@hcd27.00 
[95.00-1425.00] 

NLkYLPFVPSR

Eluted          

Synthetic         



100 200 300 400 500 600 700 800 900 1000 1100 1200
m/z

0

10

20

30

40

50

60

70

80

90

100

0

10

20

30

40

50

60

70

80

90

100

R
el

at
iv

e 
A

bu
nd

an
ce

187.14
z=1

215.14
z=1

86.10
z=?

605.33
z=1

776.43
z=1

733.42
z=1328.22

z=1
276.17

z=1
846.50

z=1
889.51

z=1716.43
z=1

240.10
z=1

959.59
z=1

353.18
z=?

1002.59
z=1

516.32
z=?

129.07
z=? 480.30

z=2

175.12
z=?

405.21
z=1

615.38
z=?

820.47
z=?587.36

z=2 919.52
z=?

87.10
z=?

288.13
z=?

187.14
z=1

215.14
z=1

607.31
z=1328.22

z=1 735.40
z=1 778.41

z=1
891.48

z=1
86.10
z=? 276.17

z=?
1004.57

z=1
848.48

z=1 961.56
z=1

355.07
z=?227.18

z=?
506.26

z=?
588.36

z=? 801.31
z=?

101.07
z=?
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406.53
z=?

NL: 5.76E5
q2140225a#29304  RT: 
66.61  AV: 1 T: FTMS + 
c NSI d Full ms2 
608.87@hcd27.00 
[84.00-1260.00] 

NL: 7.05E4
q2140664#1517  RT: 
10.08  AV: 1 T: FTMS + 
c NSI d Full ms2 
609.86@hcd27.00 
[84.33-1265.00] 

TLLIkTVETR

Eluted          

Synthetic         
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NL: 9.47E5
q2140334a#20988  RT: 
50.67  AV: 1 T: FTMS + 
c NSI d Full ms2 
507.31@hcd27.00 
[70.33-1055.00] 

NL: 2.76E6
q2140665#1535  RT: 
9.90  AV: 1 T: FTMS + c 
NSI d Full ms2 
507.01@hcd27.00 
[70.33-1055.00] 

LAkEIAIGR

Eluted          

Synthetic         
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NL: 6.35E4
q2140227a#9278  RT: 
29.36  AV: 1 T: FTMS + 
c NSI d Full ms2 
549.73@hcd27.00 
[76.00-1140.00] 

NL: 5.62E7
q2140666#1331  RT: 
8.82  AV: 1 T: FTMS + c 
NSI d Full ms2 
549.73@hcd27.00 
[76.00-1140.00] 

cDckPGYR

Eluted          

Synthetic         



Sample Sequence Protein Descriptions Protein Group AccessionsModifications IonScore Charge m/z [Da]

1 cDckPGYR Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); K4(Carbamyl) 38 2 549.7265

1 TAkEIALGR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K3(Carbamyl) 45 2 501.2907

1 LAkEIAIGR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=4 SV=1 - [K7EPJ4_HUMAN]|Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN]K7EPJ4;Q8IUL8K3(Carbamyl) 45 2 507.3095

1 ISEAkLTGIPK Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K5(Carbamyl) 42 2 600.3544

1 NLkYLPFVPSR Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD_HUMAN] Q06828 K3(Carbamyl) 41 2 688.8892

1 VkIVGPLEVNVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K2(Carbamyl) 53 2 683.4138

1 TLVkVIPQGScR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K4(Carbamyl); C11(Carbamidomethyl) 50 2 700.8886

1 EkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7K2(Carbamyl) 66 2 743.4175

1 GPAGPSGPAGkDGR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K11(Carbamyl) 48 2 633.8151

1 QYNVGPSVSkYPLR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K10(Carbamyl) 63 2 825.9349

1 EIQcSGYTLPTkVAK Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 C4(Carbamidomethyl); K12(Carbamyl) 53 2 869.45

1 NTDEDkWGDAcDNcR Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K6(Carbamyl); C11(Carbamidomethyl); C14(Carbamidomethyl) 54 2 949.8572

1 LFAVAPnQNLkEQGLR Collagen alpha-2(VI) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2_HUMAN] P12110 N7(Deamidated); K11(Carbamyl) 51 2 921.5024

1 VSKEkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7K5(Carbamyl) 88 3 600.6813

1 sDkPGmAEIEKFDKSK Thymosin beta-4, Y-chromosomal OS=Homo sapiens GN=TMSB4Y PE=2 SV=3 - [TYB4Y_HUMAN] O14604 N-Term(Acetyl); K3(Carbamyl); M6(Oxidation) 48 4 478.4872

1 EITnGkPFFKDINEcK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 N4(Deamidated); K6(Carbamyl); C15(Carbamidomethyl) 79 3 661.9875

1 IGDQWDkQHDMGHMMR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K7(Carbamyl) 65 4 507.7221

1 IGDQWDkQHDMGHMmR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K7(Carbamyl); M15(Oxidation) 41 4 511.7203

1 IGDqWDkQHDMGHMmR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 Q4(Deamidated); K7(Carbamyl); M15(Oxidation) 41 4 511.9711

1 FARVEADkYEYNVVPFR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=4 SV=1 - [K7EPJ4_HUMAN]|Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN]K7EPJ4;Q8IUL8K8(Carbamyl) 55 3 716.0297

1 GPAGPNGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); K12(Carbamyl) 49 2 860.4257

1 GLLGpkGPpGIpGPpGVR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN] H0YIS1 P5(Oxidation); K6(Carbamyl); P9(Oxidation); P12(Oxidation); P15(Oxidation) 47 2 886.9887

1 NIDSEEVGkIASNSATAFR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN] P12111 K9(Carbamyl) 74 3 684.6726

1 HLGVkVFSVAITPDHLEPR Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=1 - [A0A087X0S5_HUMAN] A0A087X0S5K5(Carbamyl) 60 3 720.0648

1 GPpGpPGkPGDDGEAGKPGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P5(Oxidation); K8(Carbamyl) 49 3 630.6374

1 GpPGPPGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 49 3 635.9703

1 GpPGPpGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P6(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 56 3 641.301

1 GANGEpGkAGEKGLPGAPGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); K8(Carbamyl) 49 3 664.6818

1 GANGEpGkAGEKGLPGApGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); K8(Carbamyl); P18(Oxidation) 54 3 670.0123

1 GAnGEpGkAGEKGLPGApGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 N3(Deamidated); P6(Oxidation); K8(Carbamyl); P18(Oxidation) 48 3 670.3399

1 GANGEpGkAGEKGLpGApGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); K8(Carbamyl); P15(Oxidation); P18(Oxidation) 50 3 675.345

1 GAnGEpGkAGEKGLpGApGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 N3(Deamidated); P6(Oxidation); K8(Carbamyl); P15(Oxidation); P18(Oxidation) 59 3 675.6724

1 GDRGDVGEkGPEGAPGKDGGR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K9(Carbamyl) 47 4 514.2474

1 GDRGDVGEkGPEGApGKDGGR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K9(Carbamyl); P15(Oxidation) 51 4 518.2482

1 VGDTYERPkDSMIWDcTcIGAGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K9(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 57 3 910.7417

1 VFLkGGSDSDASLVITDLTLEDYGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RFI7K4(Carbamyl) 96 3 905.4582

1 DLPETLNELHLDHNkIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K15(Carbamyl) 64 4 781.9122

1 LTGIPKDLPETLNELHLDHNkIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K21(Carbamyl) 51 5 747.6089

1 GLTGPIGPPGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl) 60 3 971.4787

1 GLTGPIGPPGpAGANGEkGEVGpPGPAGSAGAR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P11(Oxidation); K18(Carbamyl); P23(Oxidation) 52 3 975.8181

1 GLTGPIGPPGpAGAnGEkGEVGpPGPAGSAGAR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P11(Oxidation); N15(Deamidated); K18(Carbamyl); P23(Oxidation) 51 3 976.1493

1 GLTGPIGppGpAGAPGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); P9(Oxidation); P11(Oxidation); K18(Carbamyl) 55 3 976.8088

1 GPTGPIGPPGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation) 53 3 998.5005

1 GETGFQGkTGPPGpGGVVGPQGPTGETGPIGER Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1_HUMAN] P12107 K8(Carbamyl); P14(Oxidation) 72 3 1045.512

1 GEVGFQGkTGPpGPpGVVGPQGAAGETGPMGER Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN] H0YIS1 K8(Carbamyl); P12(Oxidation); P15(Oxidation) 72 3 1050.837

1 GLpGTpGTDGpkGASGpAGPPGAQGPpGLQGMpGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P6(Oxidation); P11(Oxidation); K12(Carbamyl); P17(Oxidation); P27(Oxidation); P33(Oxidation)53 3 1120.528

1 DNMkWcGTTQNYDADQKFGFcpMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K4(Carbamyl); C6(Carbamidomethyl); C21(Carbamidomethyl); P22(Oxidation); C30(Carbamidomethyl)44 5 947.7987

1 DnMkWcGTTqnYDADQKFGFcPmAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 N2(Deamidated); K4(Carbamyl); C6(Carbamidomethyl); Q10(Deamidated); N11(Deamidated); C21(Carbamidomethyl); M23(Oxidation); C30(Carbamidomethyl)42 5 948.3924

1 DnMkWcGTTqNYDADQkFGFcpmAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 N2(Deamidated); K4(Carbamyl); C6(Carbamidomethyl); Q10(Deamidated); K17(Carbamyl); C21(Carbamidomethyl); P22(Oxidation); M23(Oxidation); C30(Carbamidomethyl)45 5 959.9977

1 AGEpGLQGpAGpPGEkGEPGDDGPSGAEGPPGPQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); K16(Carbamyl) 52 4 934.9327

1 AGEpGLQGpAGppGEkGEPGDDGPSGAEGPPGpQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamyl); P33(Oxidation)50 3 1256.903

1 AGEpGLqGpAGppGEkGEPGDDGPSGAEGPPGpqGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); Q7(Deamidated); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamyl); P33(Oxidation); Q34(Deamidated)60 3 1257.569

1 GSDGQpGppGppGTAGFpGSPGAkGEVGPAGSpGSnGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); N36(Deamidated); P39(Oxidation)49 3 1279.902

2 LAkEIAIGR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=4 SV=1 - [K7EPJ4_HUMAN] K7EPJ4 K3(Carbamyl) 58 2 507.3083

2 kTYGGYQGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RFI7K1(Carbamyl) 45 2 536.7619

2 ccVTHDccYkR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 C1(Carbamidomethyl); C2(Carbamidomethyl); C7(Carbamidomethyl); C8(Carbamidomethyl); K10(Carbamyl)31 3 534.5382

2 AVAEPGIQLkAVK Thrombospondin-4 OS=Homo sapiens GN=THBS4 PE=4 SV=1 - [E7ES19_HUMAN]|Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN]E7ES19;G3XAP6K10(Carbamyl) 49 2 683.9074

2 EkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K2(Carbamyl) 79 2 743.4179

2 TPcVGDkDSSPGVR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112C3(Carbamidomethyl); K7(Carbamyl) 47 2 759.3544

2 EGcYGDkDEFPGVR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112C3(Carbamidomethyl); K7(Carbamyl) 59 2 836.3571

2 GVQGPpGPTGkpGKR Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1_HUMAN] P12107 P6(Oxidation); K11(Carbamyl); P12(Oxidation) 50 2 754.4007

2 NTDEDkWGDAcDNcR Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K6(Carbamyl); C11(Carbamidomethyl); C14(Carbamidomethyl) 61 2 949.8566

2 VSKEkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K5(Carbamyl) 88 3 600.6802

2 EITnGkPFFKDINEcK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 N4(Deamidated); K6(Carbamyl); C15(Carbamidomethyl) 50 3 661.988

2 IGDQWDkQHDMGHMMR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K7(Carbamyl) 61 4 507.7218

2 IGDQWDkqHDMGHMMR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K7(Carbamyl); Q8(Deamidated) 64 4 507.9704

2 IGDQWDkQHDMGHMmR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K7(Carbamyl); M15(Oxidation) 62 3 681.9594

2 GLLGpkGPpGIpGPpGVR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN] H0YIS1 P5(Oxidation); K6(Carbamyl); P9(Oxidation); P12(Oxidation); P15(Oxidation) 52 2 886.9876

2 NIDSEEVGkIASNSATAFR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN] P12111 K9(Carbamyl) 74 3 684.6748

2 GppGPPGkPGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P3(Oxidation); K8(Carbamyl); P18(Oxidation) 50 3 635.9691

2 GpPGPpGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P6(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 59 3 641.3016

2 GDRGDVGEkGPEGAPGKDGGR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K9(Carbamyl) 63 4 514.2485

2 GDRGDVGEkGPEGApGKDGGR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K9(Carbamyl); P15(Oxidation) 55 3 690.658

2 VGDTYERPkDSMIWDcTcIGAGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K9(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 89 3 910.7405

2 TkTETITGFQVDAVPANGqTPIQR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN]|Fibronectin (Fragment) OS=Homo sapiens GN=FN1 PE=1 SV=1 - [H0Y7Z1_HUMAN] P02751;H0Y7Z1K2(Carbamyl); Q19(Deamidated) 52 3 872.7819

2 GFNcESkPEAEETcFDKYTGNTYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C4(Carbamidomethyl); K7(Carbamyl); C14(Carbamidomethyl) 59 3 982.7458

2 VFLkGGSDSDASLVITDLTLEDYGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RFI7K4(Carbamyl) 136 2 1357.681

2 DLPETLNELHLDHNkIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K15(Carbamyl) 59 4 781.9125

2 DLPETLNELHLDHNkIqAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K15(Carbamyl); Q17(Deamidated) 61 4 782.1607

2 VFLkGGSDSDASLVITDLTLEDYGRYK Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RFI7K4(Carbamyl) 83 3 1002.509

2 VNSAYQDkVSLPNYPAIPSDATLEVQSLR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K8(Carbamyl) 59 3 1073.551

2 VRVNSAYQDkVSLpNYPAIPSDATLEVQSLR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K10(Carbamyl); P14(Oxidation) 57 4 873.2055

2 GETGFQGkTGpPGPGGVVGPQGPTGETGPIGER Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1_HUMAN] P12107 K8(Carbamyl); P11(Oxidation) 75 3 1045.505

2 GEVGFQGkTGPpGPpGVVGPQGAAGETGPMGER Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN] H0YIS1 K8(Carbamyl); P12(Oxidation); P15(Oxidation) 71 3 1050.839

2 WcGTTQNYDADQkFGFcpMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C2(Carbamidomethyl); K13(Carbamyl); C17(Carbamidomethyl); P18(Oxidation); C26(Carbamidomethyl)67 5 850.16

2 DNMkWcGTTqNYDADQKFGFcPMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K4(Carbamyl); C6(Carbamidomethyl); Q10(Deamidated); C21(Carbamidomethyl); C30(Carbamidomethyl)78 5 944.7991

2 DNMkWcGTTQnYDADqKFGFcPMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K4(Carbamyl); C6(Carbamidomethyl); N11(Deamidated); Q16(Deamidated); C21(Carbamidomethyl); C30(Carbamidomethyl)53 4 1180.994

2 DnMKWcGTTqnYDADqkFGFcPMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 N2(Deamidated); C6(Carbamidomethyl); Q10(Deamidated); N11(Deamidated); Q16(Deamidated); K17(Carbamyl); C21(Carbamidomethyl); C30(Carbamidomethyl)75 5 945.3929

2 DNMkWcGTTqnYDADqKFGFcPmAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K4(Carbamyl); C6(Carbamidomethyl); Q10(Deamidated); N11(Deamidated); Q16(Deamidated); C21(Carbamidomethyl); M23(Oxidation); C30(Carbamidomethyl)43 5 948.39

2 AGEPGLqGpAGppGEkGEPGDDGPSGAEGPPGPQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 Q7(Deamidated); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamyl) 69 3 1246.575

2 AGEPGLQGpAGppGEkGEpGDDGPSGAEGPPGPQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamyl); P19(Oxidation) 54 3 1251.571

2 AGEpGLQGpAGppGEkGEpGDDGPSGAEGPPGpQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamyl); P19(Oxidation); P33(Oxidation)60 3 1262.239

3 LQDLAkK Sister chromatid cohesion protein PDS5 homolog A OS=Homo sapiens GN=PDS5A PE=1 SV=1 - [PDS5A_HUMAN] Q29RF7 K6(Carbamyl) 31 2 429.7555

3 LLQkDAR Polymerase delta-interacting protein 3 OS=Homo sapiens GN=POLDIP3 PE=1 SV=2 - [PDIP3_HUMAN] Q9BY77 K4(Carbamyl) 34 2 443.761

3 ILkpqLK PH-interacting protein OS=Homo sapiens GN=PHIP PE=1 SV=2 - [PHIP_HUMAN] Q8WWQ0 K3(Carbamyl); P4(Oxidation); Q5(Deamidated) 29 2 450.2819

3 LIkQPRR Polypeptide N-acetylgalactosaminyltransferase 15 OS=Homo sapiens  GN=GLT15 Q8N3T1 K3(Carbamyl) 19 2 477.305

3 LSLkLPR Membrane progestin receptor gamma (Homo sapiens) GN=PAQR5 Q9NXK6 K4(Carbamyl) 24 2 435.2812



3 xAQTqLDk Beclin 1 OS=Homo sapiens GN = BECN1_HUMAN Q14457 X1(R); N-Term(Carba); Q5(Deamidated); K8(Carbamyl) 34 2 523.7648

3 IEEqkLLR Nexilin OS=Homo sapiens GN=NEXN PE=1 SV=1 - [NEXN_HUMAN] Q0ZGT2 Q4(Deamidated); K5(Carbamyl) 38 2 536.804

3 cDckPGYR Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); K4(Carbamyl) 43 2 549.729

3 INkTKVLK Lysophosphatidic acid receptor 6 (Homo sapiens) GN=LPAR6 P43657 K3(Carbamyl) 23 2 493.8214

3 qVQkLEAK Myosin-7B OS=Homo sapiens GN=MYH7B PE=1 SV=3 - [MYH7B_HUMAN] A7E2Y1 Q1(Deamidated); K4(Carbamyl) 47 2 494.2772

3 LSKEAkqR Mitochondrial import receptor subunit TOM7 homolog OS=Homo sapiens GN=TOMM7 PE=1 SV=2 - [A6NIV2_HUMAN] Q9P0U1 K6(Carbamyl); Q7(Deamidated) 44 2 502.2752

3 KDQkPVEK ATP-binding cassette sub-family A member 12 OS=Homo sapiens GN=ABCA12 PE=1 SV=3 - [ABCAC_HUMAN] Q86UK0 K4(Carbamyl) 38 2 507.7827

3 KDkKLqQK Trichohyalin OS=Homo sapiens GN=TCHH PE=1 SV=2 - [TRHY_HUMAN] Q07283 K3(Carbamyl); Q6(Deamidated) 41 2 530.3132

3 ISNIIkqFK Ras-related GTP-binding protein B OS=Homo sapiens GN=RRAGB PE=1 SV=1 - [RRAGB_HUMAN]|Ras-related GTP-binding protein A OS=Homo sapiens GN=RRAGA PE=1 SV=1 - [RRAGA_HUMAN]Q5VZM2;Q7L523K6(Carbamyl); Q7(Deamidated) 29 2 567.8298

3 IEqLqQEkR Rho guanine nucleotide exchange factor 33 OS=Homo sapiens GN=ARG33, Leucine zipper putative tumor suppressor 1 OS = Homo sapiens, GN=LZTS1 A8MVX0, Q9Y250Q3(Deamidated); Q5(Deamidated); K8(Carbamyl) 36 2 608.8117

3 LQARkALSK Nucleoporin NUP53 OS=Homo sapiens GN=NUP35 PE=1 SV=1 - [NUP53_HUMAN] Q8NFH5 K5(Carbamyl) 33 2 529.3225

3 kAQLqInIK DNA polymerase kappa (Homo sapiens) GN=D6RAI7 D6RAI7 K1(Carbamyl); Q5(Deamidated); N7(Deamidated) 36 2 550.82

3 kFYYITLLR Heparan-sulfate 6-O-sulfotransferase 1 OS=Homo sapiens GN=HS6ST1 PE=1 SV=5 - [H6ST1_HUMAN] O60243 K1(Carbamyl) 35 3 420.5762

3 kEAELEKLK Ecto-NOX disulfide-thiol exchanger 2 OS=Homo sapiens GN=ENOX2 PE=1 SV=2 - [ENOX2_HUMAN] Q16206 K1(Carbamyl) 40 3 377.5552

3 kRrnnSHAK 40S ribosomal protein S26 OS=Homo sapiens GN=RPS26 PE=1 SV=3 - [RS26_HUMAN] P62854 K1(Carbamyl); R3(Arg->); N4(Deamidated); N5(Deamidated) 32 3 386.1991

3 xAqGAqESIk Zymogen granule protein 16 homolog B OS=Homo sapiens GN=ZG16B Q96DA0 X1(M); Q3(Deamidated); Q6(Deamidated); K10(Carbamyl) 38 2 554.2544

3 TLLIkTVETR Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME_HUMAN] P08670 K5(Carbamyl) 39 2 608.8674

3 GQkAAnLDLK Transmembrane channel-like protein 1 OS=Homo sapiens GN=TMC1 PE=1 SV=2 - [TMC1_HUMAN] Q8TDI8 K3(Carbamyl); N6(Deamidated) 37 2 551.2977

3 LkmppVLEER 28S ribosomal protein S22, mitochondrial OS=Homo sapiens GN=MRPS22 PE=1 SV=1 - [G5E9W7_HUMAN] G5E9W7 K2(Carbamyl); M3(Oxidation); P4(Oxidation); P5(Oxidation) 37 2 651.8442

3 kQRELEEQTR Radixin OS=Homo sapiens GN=RDX PE=1 SV=1 - [RADI_HUMAN] P35241 K1(Carbamyl) 41 3 453.9004

3 qLVkQEELKR MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - [MICLK_HUMAN] Q6ZW33 Q1(Deamidated); K4(Carbamyl) 39 3 438.9176

3 VLSPADkTNVK Hemoglobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2 - [HBA_HUMAN] P69905 K7(Carbamyl) 38 2 607.841

3 krTAIPIpAKp Poly [ADP-ribose] polymerase OS=homo sapiens Q49AI7, F5H3X8K1(Carbamyl); R2(Arg->); P8(Oxidation); P11(Oxidation) 31 3 423.2465

3 RGMkGDTVnVR Outer dense fiber protein 2 OS=Homo sapiens GN=ODF2 PE=1 SV=1 - [ODFP2_HUMAN] Q5BJF6 K4(Carbamyl); N9(Deamidated) 42 2 638.8294

3 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 56 2 640.3304

3 KLEpSDkVVPR Titin OS=Homo sapiens GN=TTN PE=4 SV=1 - [A0A0A0MTS7_HUMAN] A0A0A0MTS7P4(Oxidation); K7(Carbamyl) 40 2 663.8713

3 ARKWqqLqAkR Pre-mRNA-processing-splicing factor 8 OS=Homo sapiens GN=PRPF8 PE=1 SV=2 - [PRP8_HUMAN] Q6P2Q9 Q5(Deamidated); Q6(Deamidated); Q8(Deamidated); K10(Carbamyl) 41 3 486.9353

3 GADGSPGkDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K8(Carbamyl) 39 2 579.7782

3 kLVAASQAALGL Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 47 2 592.8555

3 LkEccEKPLLEK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K2(Carbamyl); C4(Carbamidomethyl); C5(Carbamidomethyl) 63 2 795.4091

3 xDHIqqAkYqGR V-set and immunoglobulin domain-containing protein 4 OS=Homo sapiens GN=VSIG4 PE=1 SV=1 - [VSIG4_HUMAN] Q9Y279 X1(Q); Q5(Deamidated); Q6(Deamidated); K8(Carbamyl); Q10(Deamidated) 34 2 759.3477

3 qqVkDLEEHWQR Ecotropic viral integration site 5 protein homolog OS=Homo sapiens GN=EVI5 PE=1 SV=3 - [EVI5_HUMAN] O60447 Q1(Deamidated); Q2(Deamidated); K4(Carbamyl) 36 3 547.5984

3 xQPGAGGpHTpHk Solute carrier family 26 member 6 OS=homo sapiens, GN=H7BZB1 H7BZB1 X1(A); P8(Oxidation); P11(Oxidation); K13(Carbamyl) 34 2 665.3222

3 AIqEArQmkEqLR Transcription factor SOX-5 OS=Homo Sapiens GN=SOX5 P35711 Q3(Deamidated); R6(Arg->); M8(Oxidation); K9(Carbamyl); Q11(Deamidated) 49 2 831.9063

3 NGDkGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K4(Carbamyl) 37 3 422.8809

3 GPAGPSGPAGkDGR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K11(Carbamyl) 70 2 633.813

3 xGLGGGDSGDGTAR RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [J3KPP6_HUMAN] Q96T51 N-Term(Acetyl); X1(K); X1(Carbamyl) 78 2 666.8082

3 ISMPDVGLnLkAPK Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 - [AHNK_HUMAN] Q09666 N9(Deamidated); K11(Carbamyl) 38 2 763.9171

3 KVESLQEEIAFLkK Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME_HUMAN]|Vimentin OS=Homo sapiens GN=VIM PE=3 SV=1 - [B0YJC4_HUMAN] P08670;B0YJC4K13(Carbamyl) 45 3 568.9887

3 kIPIVHRVLKIHEK Putative signal peptidase complex catalytic subunit SEC11B OS=Homo sapiens GN=SEC11B PE=5 SV=1 - [SC11B_HUMAN] P0C7V7 K1(Carbamyl) 17 5 351.4266

3 KSNLWkqLqnLQKR Coiled-coil domain-containing protein 90B, mitochondrial (Homo sapiens) GN=E9PKQ5 E9PKQ5 K6(Carbamyl); Q7(Deamidated); Q9(Deamidated); N10(Deamidated) 41 4 458.2553

3 kVPQVSTPTLVEVSR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 78 2 841.9758

3 GLpGTAGLpGmkGHR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); M11(Oxidation); K12(Carbamyl) 46 3 513.929

3 kDAcqGDSGGPLVcK Transmembrane protease serine 6 (Homo sapiens) GN=TMPS6 Q8IU80 K1(Carbamyl); C4(Carbamidomethyl); Q5(Deamidated); C14(Carbamidomethyl) 37 3 545.9133

3 VLGAAYkpkERLQnTR EF-hand calcium-binding domain-containing protein 8 OS=Homo sapiens GN=EFCAB8 PE=4 SV=1 - [A0A096LNH2_HUMAN] A0A096LNH2K7(Carbamyl); P8(Oxidation); K9(Carbamyl); N14(Deamidated) 36 3 649.6912

3 LALDERGQkLGDLEER Syntaxin-binding protein 5 OS=Homo sapiens GN=STXBP5 PE=1 SV=1 - [STXB5_HUMAN] Q5T5C0 K9(Carbamyl) 40 4 471.9975

3 GkpGDmGPPGPQGPpGK Collagen alpha-1(XIII) chain OS=Homo sapiens GN=CODA1 Q5TAT6 K2(Carbamyl); P3(Oxidation); M6(Oxidation); P15(Oxidation) 40 3 555.5919

3 VFDEFkPLVEEPQNLIK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K6(Carbamyl) 44 3 696.7078

3 GFpGADGVAGPkGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); K12(Carbamyl) 68 2 849.9146

3 GFpGADGVAGpkGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P11(Oxidation); K12(Carbamyl) 36 2 857.9141

3 GPAGPNGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); K12(Carbamyl) 50 2 860.4259

3 GPAGPNGIpGEkGpAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); K12(Carbamyl); P14(Oxidation) 40 2 868.4218

3 acGLVASNLNLkPGEcLR Galectin-1 OS=Homo sapiens GN=LGALS1 PE=1 SV=2 - [LEG1_HUMAN] P09382 N-Term(Acetyl); C2(Carbamidomethyl); K12(Carbamyl); C16(Carbamidomethyl) 44 2 1029.023

3 SDkPDMAEIEKFDKSKLK Thymosin beta-4 OS=Homo sapiens GN=TMSB4X PE=1 SV=2 - [TYB4_HUMAN] P62328 K3(Carbamyl) 41 4 538.78

3 MDNSGkEAEAMALLAEAER Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3 - [SNAA_HUMAN] P54920 K6(Carbamyl) 39 3 693.6518

3 AQYESIAAkNLQEAEEWYK Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI_HUMAN] P41219 K9(Carbamyl) 47 3 772.0391

3 HkVYAcEVTHQGLSSPVTK Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A087X130_HUMAN]|Protein IGKV3-11 OS=Homo sapiens GN=IGKV3-11 PE=4 SV=1 - [A0A087WZW8_HUMAN]|Ig kappa chain C region (Fragment) OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A075B6H6_HUMAN]A0A087X130;A0A075B6H6K2(Carbamyl); C6(Carbamidomethyl) 51 4 546.7796

3 LEnYDDpHkTPASPVVHIR Heterogeneous nuclear ribonucleoprotein L (Fragment) OS=Homo sapiens GN=HNRNPL PE=1 SV=1 - [M0R1W6_HUMAN] M0R1W6 N3(Deamidated); P7(Oxidation); K9(Carbamyl) 63 4 562.7769

3 MENHkSNnKEnITIVDISR Transmembrane protein 126A OS=Homo sapiens GN=TMEM126A PE=1 SV=1 - [T126A_HUMAN] Q9H061 K5(Carbamyl); N8(Deamidated); N11(Deamidated) 54 4 572.5355

3 MDNSGkEAEAmALLAEAERK Alpha-soluble NSF attachment protein OS=Homo sapiens GN=NAPA PE=1 SV=3 - [SNAA_HUMAN] P54920 K6(Carbamyl); M11(Oxidation) 43 3 741.686

3 GEPGpVGVQGPpGPAGEEGkR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); P12(Oxidation); K20(Carbamyl) 47 3 682.9982

3 FLEQQNkILLAELEQLKGQGK Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME_HUMAN]|Vimentin OS=Homo sapiens GN=VIM PE=3 SV=1 - [B0YJC4_HUMAN] P08670;B0YJC4K7(Carbamyl) 36 3 824.1294

3 GPTGDPGkNGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K8(Carbamyl) 67 4 494.7475

3 GPTGDpGkNGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P6(Oxidation); K8(Carbamyl) 54 3 664.6608

3 GPTGDpGknGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P6(Oxidation); K8(Carbamyl); N9(Deamidated) 49 4 498.9929

3 GDRGDAGPkGADGSPGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl) 58 4 503.7437

3 GDRGDAGPkGADGSpGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl); P15(Oxidation) 76 3 676.6562

3 AQYESIAAkNLQEAEEWYKSK Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI_HUMAN] P41219 K9(Carbamyl) 62 4 633.0606

3 xDLSSkTqLLqDVQDENKLFK Kinectin (Fragment) OS=Homo sapiens GN=KTN1 PE=1 SV=1 - [H0YJV5_HUMAN] H0YJV5 X1(K); X1(Carbamyl); K6(Carbamyl); Q8(Deamidated); Q11(Deamidated) 45 4 642.0827

3 GFAFVTFESPADAkAAArDMNGK RNA-binding motif protein, X-linked-like-2 OS=Homo sapiens GN=RBMXL2 PE=1 SV=3 - [RMXL2_HUMAN]|RNA-binding motif protein, X-linked-like-3 OS=Homo sapiens GN=RBMXL3 PE=2 SV=2 - [RMXL3_HUMAN]Q8N7X1 K14(Carbamyl); R18(Arg->) 50 3 815.7212

3 HQGVMVGMGQkDSYVGDEAQSKR Actin, alpha cardiac muscle 1 OS=Homo sapiens GN=ACTC1 PE=1 SV=1 - [ACTC_HUMAN]|Actin, gamma-enteric smooth muscle OS=Homo sapiens GN=ACTG2 PE=1 SV=1 - [ACTH_HUMAN]|Actin, aortic smooth muscle OS=Homo sapiens GN=ACTA2 PE=1 SV=1 - [ACTA_HUMAN]|Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN]|Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN]P68032;P63267;P62736;P60709;P63261K11(Carbamyl) 75 4 638.3007

3 kDDPIGNLNTAFEVAEKYLDIPK Alpha-actinin-3 OS=Homo sapiens GN=ACTN3 PE=1 SV=2 - [ACTN3_HUMAN] Q08043 K1(Carbamyl) 44 3 878.4559

3 GQAGVMGFpGpkGAAGEPGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); P11(Oxidation); K12(Carbamyl) 42 3 767.7059

3 GQAGVmGFpGPkGAAGEpGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 M6(Oxidation); P9(Oxidation); K12(Carbamyl); P18(Oxidation) 50 3 773.0375

3 sTVHEILckLSLEGDHSTPPSAYGSVK Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 - [ANXA2_HUMAN] P07355 N-Term(Acetyl); C8(Carbamidomethyl); K9(Carbamyl) 43 3 999.8277

3 xQDLDGGkEHERITDVLDQKNYVEELNR RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [H0YA47_HUMAN] Q96T51 N-Term(Carba); X1(Q); K8(Carbamyl) 48 5 686.3415

3 FFkSDFEqnGTMGNVcLFLNLANDPTIER V-type proton ATPase subunit B, kidney isoform OS=Homo sapiens GN=ATP6V1B1 PE=3 SV=1 - [C9JL73_HUMAN] P15313 K3(Carbamyl); Q8(Deamidated); N9(Deamidated); C16(Carbamidomethyl) 74 3 1141.533

3 FFkSDFEqnGTMGnVcLFLNLANDPTIER V-type proton ATPase subunit B, kidney isoform OS=Homo sapiens GN=ATP6V1B1 PE=3 SV=1 - [C9JL73_HUMAN] P15313 K3(Carbamyl); Q8(Deamidated); N9(Deamidated); N14(Deamidated); C16(Carbamidomethyl)79 3 1141.86

3 TDDkDVLRDVWFGrIPTcFTLYQDEITER Autophagy protein 5 OS=Homo sapiens GN=ATG5 PE=1 SV=2 - [ATG5_HUMAN] Q9H1Y0 K4(Carbamyl); R14(Arg->); C18(Carbamidomethyl) 42 4 908.9459

3 GGLGSPGpkGDKGEpGGPGADGVPGKDGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P8(Oxidation); K9(Carbamyl); P15(Oxidation) 50 4 687.0866

3 ccAAADPHEcYAkVFDEFKPLVEEPQNLIK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C1(Carbamidomethyl); C2(Carbamidomethyl); C10(Carbamidomethyl); K13(Carbamyl) 43 4 906.1765

3 NGEkGETGApGLKGENGLpGEnGApGPMGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 K4(Carbamyl); P10(Oxidation); P19(Oxidation); N22(Deamidated); P25(Oxidation) 43 4 760.1058

3 nGEKGETGApGLkGEnGLpGENGApGPMGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N1(Deamidated); P10(Oxidation); K13(Carbamyl); N16(Deamidated); P19(Oxidation); P25(Oxidation)55 3 1013.469

3 NkDTGTYEDFVEGLRVFDKEGnGTVMGAELR Myosin light chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV=3 - [MYL3_HUMAN] P08590 K2(Carbamyl); N22(Deamidated) 61 5 699.1373

3 SHcIAEVENDEMPADLPSLAADFVESkDVcK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C3(Carbamidomethyl); K27(Carbamyl); C30(Carbamidomethyl) 42 3 1173.861

3 NkDTGTYEDFVEGLRVFDKEGNGTVMGAELR Myosin light chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV=3 - [MYL3_HUMAN] P08590 K2(Carbamyl) 47 5 698.9399

3 NKDTGTYEDFVEGLrVFDkEGnGTVMGAELR Myosin light chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV=3 - [MYL3_HUMAN] P08590 R15(Arg->); K19(Carbamyl); N22(Deamidated) 44 4 873.9154

3 GSpGEAGRpGEAGLpGAkGLTGSpGSpGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)55 3 980.1303

3 AQKGQLSDDEkFLFVDKNFINSPVAQADWAAK Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11_HUMAN] P35749 K11(Carbamyl) 52 4 906.7114

3 TkDQVLLLIDIQVSYInTNHEDFIGFANAQQR Dynamin-3 OS=Homo sapiens GN=DNM3 PE=1 SV=4 - [DYN3_HUMAN]|Dynamin-2 OS=Homo sapiens GN=DNM2 PE=1 SV=2 - [DYN2_HUMAN] P50570 K2(Carbamyl); N17(Deamidated) 46 4 937.7316

3 GLTGPIGPPGpAGAPGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); K18(Carbamyl) 52 3 966.1425

3 GLTGPIGPPGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl) 44 3 971.4777

3 GLTGPIGPpGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); P11(Oxidation); P15(Oxidation); K18(Carbamyl) 55 3 976.8088

3 GPTGPIGPPGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation) 54 3 998.4981

3 GSpGERGETGpPGPAGFpGApGQNGEpGGkGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P3(Oxidation); P11(Oxidation); P18(Oxidation); P21(Oxidation); P27(Oxidation); K30(Carbamyl)41 3 1061.146

3 MDSAGQDINLNSpNkGLLSDSMTDVPVDTGVAAR Tumor protein D54 OS=Homo sapiens GN=TPD52L2 PE=1 SV=1 - [A0A087WZ51_HUMAN] A0A087WZ51P13(Oxidation); K15(Carbamyl) 46 3 1183.236

3 mDSAGQDINLNSpNkGLLSDSMTDVPVDTGVAAR Tumor protein D54 OS=Homo sapiens GN=TPD52L2 PE=1 SV=1 - [A0A087WZ51_HUMAN] A0A087WZ51M1(Oxidation); P13(Oxidation); K15(Carbamyl) 55 3 1188.565

3 FAVTNQIGPVkEDSDPTPGNPcYDGSHMcDTTAR Nidogen-2 OS=Homo sapiens GN=NID2 PE=1 SV=3 - [NID2_HUMAN] Q14112 K11(Carbamyl); C22(Carbamidomethyl); C29(Carbamidomethyl) 52 3 1260.895



3 SGWESYYkTEGDEEAEEEqEENLEASGDYKYSGR X-ray repair cross-complementing protein 6 OS=Homo sapiens GN=XRCC6 PE=1 SV=2 - [XRCC6_HUMAN] P12956 K8(Carbamyl); Q19(Deamidated) 39 3 1336.894

3 VHTEccHGDLLEcADDRADLAkYIcENQDSISSK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C5(Carbamidomethyl); C6(Carbamidomethyl); C13(Carbamidomethyl); K22(Carbamyl); C25(Carbamidomethyl)44 5 811.3556

3 KVEPkScDkTHTcppcpAPELLGGPSVFLFPPKPK Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [IGHG1_HUMAN]|Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [A0A087X079_HUMAN]|Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [A0A087WYE1_HUMAN]|Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [A0A087WYC5_HUMAN]P01857;A0A087WYE1;A0A087WYC5K5(Carbamyl); C7(Carbamidomethyl); K9(Carbamyl); C13(Carbamidomethyl); P14(Oxidation); P15(Oxidation); C16(Carbamidomethyl); P17(Oxidation)46 4 1013.252

3 WcGTTQNYDADQkFGFcPMAAHEEIcTTNEGVmYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C2(Carbamidomethyl); K13(Carbamyl); C17(Carbamidomethyl); C26(Carbamidomethyl); M33(Oxidation)41 5 850.1607

3 WcGTTQnYDADQkFGFcpMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C2(Carbamidomethyl); N7(Deamidated); K13(Carbamyl); C17(Carbamidomethyl); P18(Oxidation); C26(Carbamidomethyl)75 5 850.3585

3 GGAGpPGPEGGkGAAGPPGppGAAGTpGLQGMpGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P5(Oxidation); K12(Carbamyl); P20(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)46 3 1062.164

3 GGAGppGpEGGkGAAGPPGPpGAAGTpGLQGMpGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P5(Oxidation); P6(Oxidation); P8(Oxidation); K12(Carbamyl); P21(Oxidation); P27(Oxidation); P33(Oxidation)54 3 1067.496

3 GANGAPGNDGAkGDAGApGApGSQGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation) 57 3 1084.478

3 GANGAPGnDGAkGDAGApGApGSQGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 N8(Deamidated); K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)43 3 1084.813

3 GpSGpPGPDGNkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); K12(Carbamyl); P33(Oxidation) 42 3 1086.187

3 GANGApGNDGAkGDAGApGApGSQGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P6(Oxidation); K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)58 3 1089.816

3 GAnGApGNDGAkGDAGApGApGSQGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 N3(Deamidated); P6(Oxidation); K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)42 3 1090.143

3 GpSGppGPDGNkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); P6(Oxidation); K12(Carbamyl); P33(Oxidation) 55 4 818.8944

3 GpSGppGpDGNkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); P6(Oxidation); P8(Oxidation); K12(Carbamyl); P33(Oxidation)47 3 1096.855

3 GFSGLDGAKGDAGPAGPkGEpGSpGENGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K18(Carbamyl); P21(Oxidation); P24(Oxidation); P30(Oxidation) 45 4 842.885

3 GLpGLkGHNGLqGLpGIAGHHGDQGApGSVGPAGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P3(Oxidation); K6(Carbamyl); Q12(Deamidated); P15(Oxidation); P27(Oxidation) 49 5 685.9484

3 GLpGLkGHnGLqGLpGIAGHHGDQGApGSVGPAGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P3(Oxidation); K6(Carbamyl); N9(Deamidated); Q12(Deamidated); P15(Oxidation); P27(Oxidation)44 4 857.4303

3 HVLVTLGEkMTEEEVEmLVAGHEDSnGcINYEELVR Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=1 - [G8JLA2_HUMAN] G8JLA2 K9(Carbamyl); M17(Oxidation); N26(Deamidated); C28(Carbamidomethyl) 43 5 838.8008

3 cFDHAAGTSYVVGETWEkPYQGWMmVDcTcLGEGSGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C1(Carbamidomethyl); K18(Carbamyl); M25(Oxidation); C28(Carbamidomethyl); C30(Carbamidomethyl)43 5 860.97

3 cFDHAAGTSYVVGETWEkPYqGWmMVDcTcLGEGSGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C1(Carbamidomethyl); K18(Carbamyl); Q21(Deamidated); M24(Oxidation); C28(Carbamidomethyl); C30(Carbamidomethyl)71 4 1076.209

3 cLcYDGFmASEDMkTcVDVnEcDLNPNIcLSGTcENTK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); M8(Oxidation); K14(Carbamyl); C16(Carbamidomethyl); N20(Deamidated); C22(Carbamidomethyl); C29(Carbamidomethyl); C34(Carbamidomethyl)46 4 1145.969

3 GNDGATGAAGPPGPTGPAGppGFPGAVGAkGEAGPQGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P20(Oxidation); P21(Oxidation); K30(Carbamyl) 47 3 1142.213

3 GnDGATGAAGPPGPTGPAGppGFPGAVGAkGEAGPQGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 N2(Deamidated); P20(Oxidation); P21(Oxidation); K30(Carbamyl) 46 3 1142.548

3 GnSGEPGApGSkGDTGAKGEpGpVGVQGpPGPAGEEGKR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 N2(Deamidated); P9(Oxidation); K12(Carbamyl); P21(Oxidation); P23(Oxidation); P29(Oxidation)44 5 730.3453

3 LcYVALDFEQEmATAASSSSLEkSYELPDGQVITIGNER Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN]|Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN]|POTE ankyrin domain family member E OS=Homo sapiens GN=POTEE PE=1 SV=3 - [POTEE_HUMAN]P60709;P63261C2(Carbamidomethyl); M12(Oxidation); K23(Carbamyl) 53 4 1096.027

3 rVrMrpVSqAQkDELILEGNDIELVSNSAALIQQATTVK 60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=4 - [D6RAN4_HUMAN] D6RAN4 R1(Arg->); R3(Arg->); R5(Arg->); P6(Oxidation); Q9(Deamidated); K12(Carbamyl) 63 4 1096.817

3 rVrMrpVSqAqkDELILEGNDIELVSNSAALIQQATTVK 60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=4 - [D6RAN4_HUMAN] D6RAN4 R1(Arg->); R3(Arg->); R5(Arg->); P6(Oxidation); Q9(Deamidated); Q11(Deamidated); K12(Carbamyl)66 4 1097.07

3 rVRMrpVSqAqkDELILEGnDIELVSnSAALIQQATTVK 60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=4 - [D6RAN4_HUMAN] D6RAN4 R1(Arg->); R5(Arg->); P6(Oxidation); Q9(Deamidated); Q11(Deamidated); K12(Carbamyl); N20(Deamidated); N27(Deamidated)43 4 1097.322

3 rVrmrpVSqAqkDELILEGnDIELVSNSAALIQQATTVK 60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=4 - [D6RAN4_HUMAN] D6RAN4 R1(Arg->); R3(Arg->); M4(Oxidation); R5(Arg->); P6(Oxidation); Q9(Deamidated); Q11(Deamidated); K12(Carbamyl); N20(Deamidated)67 4 1101.319

3 LKEccEKPLLEkSHcIAEVENDEMPADLPSLAADFVESK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C4(Carbamidomethyl); C5(Carbamidomethyl); K12(Carbamyl); C15(Carbamidomethyl) 44 5 909.8348

3 DNMKWcGTTQNYDADQkFGFcpMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C6(Carbamidomethyl); K17(Carbamyl); C21(Carbamidomethyl); P22(Oxidation); C30(Carbamidomethyl)44 5 947.7996

3 DNmKWcGTTQNYDADqkFGFcPMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 M3(Oxidation); C6(Carbamidomethyl); Q16(Deamidated); K17(Carbamyl); C21(Carbamidomethyl); C30(Carbamidomethyl)73 5 947.997

3 SSEEGkLFVGGLNFNTDEQALEDHFSSFGPISEVVVVKDR RNA-binding protein 3 OS=Homo sapiens GN=RBM3 PE=1 SV=1 - [RBM3_HUMAN] P98179 K6(Carbamyl) 51 4 1107.299

3 VTGSLETKYrWTEYGLTFTEkWnTDNTLGTEITVEDQLAR Voltage-dependent anion-selective channel protein 1 OS=Homo sapiens GN=VDAC1 PE=1 SV=2 - [VDAC1_HUMAN] P21796 R10(Arg->); K21(Carbamyl); N23(Deamidated) 46 4 1178.568

3 GSDGQpGppGppGTAGFpGSPGAkGEVGPAGSpGSNGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); P39(Oxidation)55 3 1279.571

3 GSDGQpGppGppGTAGFpGSPGAkGEVGPAGSpGSnGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); N36(Deamidated); P39(Oxidation)64 3 1279.903

3 GSDGqpGppGppGTAGFpGSPGAkGEVGPAGSpGSnGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 Q5(Deamidated); P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); N36(Deamidated); P39(Oxidation)40 4 960.428

3 GEpGpPGPAGAAGPAGnPGADGQpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P5(Oxidation); N17(Deamidated); P24(Oxidation); K27(Carbamyl); N30(Deamidated); P33(Oxidation); P39(Oxidation); P42(Oxidation)49 3 1304.61

3 GEpGppGpAGAAGPAGNPGADGQPGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P5(Oxidation); P6(Oxidation); P8(Oxidation); K27(Carbamyl); N30(Deamidated); P33(Oxidation); P39(Oxidation); P42(Oxidation)44 3 1309.61

3 GEpGpPGPAGAAGpAGNpGADGQpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P5(Oxidation); P14(Oxidation); P18(Oxidation); P24(Oxidation); K27(Carbamyl); N30(Deamidated); P33(Oxidation); P39(Oxidation); P42(Oxidation)44 3 1314.938

3 GEVGLPGLSGPVGppGNpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)50 3 1335.683

3 GEVGLPGLSGPVGppGnpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P14(Oxidation); P15(Oxidation); N17(Deamidated); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)58 3 1336.021

3 GEVGLPGLSGpVGppGNpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)44 3 1341.018

3 GEVGLPGLSGpVGppGnpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); N17(Deamidated); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)58 3 1341.349

3 TGEVGAVGppGFAGEkGPSGEAGTAGPPGTPGpQGLLGApGILGLpGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P9(Oxidation); P10(Oxidation); K16(Carbamyl); P33(Oxidation); P40(Oxidation); P46(Oxidation)44 4 1118.311

3 GSEGpQGVRGEpGPPGPAGAAGPAGNpGADGQpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); P12(Oxidation); P27(Oxidation); P33(Oxidation); K36(Carbamyl); N39(Deamidated); P42(Oxidation); P48(Oxidation); P51(Oxidation)45 4 1199.314

3 GSEGPQGVRGEPGPpGpAGAAGpAGNpGADGQpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P15(Oxidation); P17(Oxidation); P23(Oxidation); P27(Oxidation); P33(Oxidation); K36(Carbamyl); N39(Deamidated); P42(Oxidation); P48(Oxidation); P51(Oxidation)43 4 1203.316

4 xIAIkQK X1(P); K5(Carbamyl) 21 2 420.769

4 LLQkDAR Polymerase delta-interacting protein 3 OS=Homo sapiens GN=POLDIP3 PE=1 SV=2 - [PDIP3_HUMAN] Q9BY77 K4(Carbamyl) 36 2 443.7597

4 FGIGkGK Kinetochore scaffold 1 (Homo sapiens) GN=KNL1 Q8NG31 K5(Carbamyl) 25 2 375.2188

4 xAQTqLDk Beclin 1 OS=Homo sapiens GN = BECN1_HUMAN Q14457 N-Term(Acetyl); X1(R); X1(Arg->); Q5(Deamidated); K8(Carbamyl) 34 2 523.7645

4 xAQTqLDk Beclin 1 OS=Homo sapiens GN = BECN1_HUMAN Q14457 X1(R); N-Term(Carba); Q5(Deamidated); K8(Carbamyl) 34 2 523.7645

4 cDckPGYR Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); K4(Carbamyl) 25 2 549.7257

4 kMcccPSN Fibrillin-3 (Homo sapiens) GN=FBN3 Q75N90 K1(Carbamyl); C3(Carbamidomethyl); C4(Carbamidomethyl); C5(Carbamidomethyl) 15 2 550.1979

4 KDQkPVEK ATP-binding cassette sub-family A member 12 OS=Homo sapiens GN=ABCA12 PE=1 SV=3 - [ABCAC_HUMAN] Q86UK0 K4(Carbamyl) 46 2 507.7824

4 KDKkLqQK Trichohyalin OS=Homo sapiens GN=TCHH PE=1 SV=2 - [TRHY_HUMAN] Q07283 K4(Carbamyl); Q6(Deamidated) 32 2 530.3118

4 LALLkApAK Leydig cell tumor 10 kDa protein homolog GN=L10K Q9UNZ5 K5(Carbamyl); P7(Oxidation) 26 2 492.3158

4 NkAAAVIqR Inversin OS=Homo sapiens GN=INVS PE=1 SV=2 - [INVS_HUMAN] Q9Y283 K2(Carbamyl); Q8(Deamidated) 33 2 507.788

4 kEAELEKLK Ecto-NOX disulfide-thiol exchanger 2 OS=Homo sapiens GN=ENOX2 PE=1 SV=2 - [ENOX2_HUMAN] Q16206 K1(Carbamyl) 40 3 377.5555

4 kRrnnSHAK Putative 40S ribosomal protein S26-like 1 OS=Homo sapiens GN=RPS26P11 PE=5 SV=1 - [RS26L_HUMAN] Q5JNZ5 K1(Carbamyl); R3(Arg->); N4(Deamidated); N5(Deamidated) 31 3 386.199

4 kFYYITLLR Heparan-sulfate 6-O-sulfotransferase 1 OS=Homo sapiens GN=HS6ST1 PE=1 SV=5 - [H6ST1_HUMAN] O60243 K1(Carbamyl) 38 3 420.5764

4 xRkGpAPAGR Autophagy-related protein 16-2 (Homo sapiens) GN=H0YFG0 H0YFG0 X1(P); X1(Oxidation); K3(Carbamyl); P5(Oxidation) 31 3 361.1993

4 SVmkTnDIVR 26S proteasome non-ATPase regulatory subunit 5 OS=Homo sapiens GN=PSMD5 PE=1 SV=3 - [PSMD5_HUMAN] Q16401 M3(Oxidation); K4(Carbamyl); N6(Deamidated) 38 3 408.211

4 LkmppVLEER 28S ribosomal protein S22, mitochondrial (Fragment) OS=Homo sapiens GN=MRPS22 PE=1 SV=1 - [H7C5F2_HUMAN] H7C5F2 K2(Carbamyl); M3(Oxidation); P4(Oxidation); P5(Oxidation) 37 2 651.8442

4 qLVkQEELKR MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - [MICLK_HUMAN] Q6ZW33 Q1(Deamidated); K4(Carbamyl) 41 3 438.9171

4 kQRELEEQTR Radixin OS=Homo sapiens GN=RDX PE=1 SV=1 - [RADI_HUMAN] P35241 K1(Carbamyl) 36 2 680.3463

4 aNkGPSYGMSR Transgelin OS=Homo sapiens GN=TAGLN PE=1 SV=4 - [TAGL_HUMAN] Q01995 N-Term(Acetyl); K3(Carbamyl) 44 2 626.7911

4 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 51 2 640.331

4 MEkTELIQKAK 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 - [1433T_HUMAN] P27348 K3(Carbamyl) 36 3 454.589

4 rIkVQEVILSR tRNA-splicing endonuclease subunit Sen2 OS=Homo sapiens GN=TSEN2 PE=2 SV=2 - [SEN2_HUMAN] Q8NCE0 R1(Arg->); K3(Carbamyl) 30 4 346.962

4 GADGSPGkDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K8(Carbamyl) 52 2 579.7778

4 kLVAASQAALGL Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 49 2 592.8553

4 VTkccTESLVNR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K3(Carbamyl); C4(Carbamidomethyl); C5(Carbamidomethyl) 49 2 755.3605

4 LkEccEKPLLEK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K2(Carbamyl); C4(Carbamidomethyl); C5(Carbamidomethyl) 59 2 795.4053

4 xQDLDGGKEHER RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [H0YA47_HUMAN] H0YA47 N-Term(Carba); X1(K); X1(Carbamyl) 33 3 499.9026

4 NGDkGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K4(Carbamyl) 48 2 633.8178

4 LkGAqTGrNLLKK V-type proton ATPase subunit D (Homo sapiens) GN=VATD Q9A5K8 K2(Carbamyl); Q5(Deamidated); R8(Arg->) 29 3 491.2908

4 kPLTYqTkqLIAR Chromosome transmission fidelity protein 18 homolog OS=Homo sapiens GN=CHTF18 PE=1 SV=2 - [E7EXA6_HUMAN] Q8WVB6 K1(Carbamyl); Q6(Deamidated); K8(Carbamyl); Q9(Deamidated) 36 4 412.7307

4 GPAGPSGPAGkDGR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K11(Carbamyl) 62 2 633.8118

4 xGLGGGDSGDGTAR RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [J3KPP6_HUMAN] Q96T51 N-Term(Acetyl); X1(K); X1(Carbamyl) 36 2 666.8098

4 ADDkETcFAEEGKK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K4(Carbamyl); C7(Carbamidomethyl) 32 3 557.5836

4 YIcENQDSISSkLK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C3(Carbamidomethyl); K12(Carbamyl) 40 2 864.4193

4 KVESLQEEIAFLkK Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME_HUMAN] P08670 K13(Carbamyl) 46 3 568.9908

4 LLATnPSFkEVLSR Rho guanine nucleotide exchange factor 26 OS=Homo sapiens GN=ARHGEF26 PE=1 SV=4 - [ARHGQ_HUMAN] Q96DR7 N5(Deamidated); K9(Carbamyl) 35 4 405.4746

4 kWLLFpPGqEEALR JmjC domain-containing protein 4 (Homo sapiens) Q9H9V9 K1(Carbamyl); P6(Oxidation); Q9(Deamidated) 35 4 436.7359

4 kVPQVSTPTLVEVSR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 75 2 841.9758

4 AEFAEVSkLVTDLTK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K8(Carbamyl) 52 2 847.4564

4 kKAEGGGAEEGAGAR Cleavage and polyadenylation specificity factor subunit 1 OS=Homo sapiens GN=CPSF1 PE=1 SV=2 - [CPSF1_HUMAN] Q10570 K1(Carbamyl) 36 3 477.5713

4 IGQpKKQIVpkTVER Bridging integrator 3 OS=Homo sapiens GN=BIN3 PE=4 SV=1 - [E5RJI6_HUMAN] E5RJI6 P4(Oxidation); P10(Oxidation); K11(Carbamyl) 30 4 449.7629

4 kQKELSEGEEKGDpEK Sodium channel protein type 8 subunit alpha (Homo sapiens) GN=SCN8A Q9UQD0 K1(Carbamyl); P14(Oxidation) 40 4 473.2363

4 TGTETQAkFTSVELLR Multidrug resistance-associated protein 9 OS=Homo sapiens GN=ABCC12 PE=1 SV=2 - [MRP9_HUMAN] Q96J65 K8(Carbamyl) 46 4 456.7385

4 nncWkEKqqSEGLLYR DnaJ homolog subfamily B member 12 OS=Homo sapiens GN=DNAJB12 PE=1 SV=4 - [DJB12_HUMAN] Q9NXW2 N1(Deamidated); N2(Deamidated); C3(Carbamidomethyl); K5(Carbamyl); Q8(Deamidated); Q9(Deamidated)36 4 525.7415

4 GkPGDmGPpGPQGPPGK Collagen alpha-1(XIII) chain (Fragment) OS=Homo sapiens GN=COL13A1 PE=4 SV=1 - [H7BYT9_HUMAN] Q5TAT6 K2(Carbamyl); M6(Oxidation); P9(Oxidation) 37 3 550.2607

4 GkpGDmGPPGPQGPpGK Collagen alpha-1(XIII) chain (Fragment) OS=Homo sapiens GN=COL13A1 PE=4 SV=1 - [H7BYT9_HUMAN] Q5TAT6 K2(Carbamyl); P3(Oxidation); M6(Oxidation); P15(Oxidation) 36 3 555.5927

4 LLLPGELAkHAVSEGTK Histone H2B type 1-C/E/F/G/I OS=Homo sapiens GN=HIST1H2BC PE=1 SV=4 - [H2B1C_HUMAN]|Histone H2B type 1-K OS=Homo sapiens GN=HIST1H2BK PE=1 SV=3 - [H2B1K_HUMAN]P62807;O60814K9(Carbamyl) 39 3 602.6747

4 SLHTLFGDkLcTVATLR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K9(Carbamyl); C11(Carbamidomethyl) 52 3 659.018

4 VFDEFkPLVEEPQNLIK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K6(Carbamyl) 45 3 696.7053

4 YDnVLPPqSLKAkqEIR Stabilizer of axonemal microtubules 2 (Homo sapiens) GN=H3BP55 H3BP55 N3(Deamidated); Q8(Deamidated); K13(Carbamyl); Q14(Deamidated) 39 4 512.024



4 cckADDKETcFAEEGKK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C1(Carbamidomethyl); C2(Carbamidomethyl); K3(Carbamyl); C10(Carbamidomethyl) 38 4 530.4782

4 SINSANkFTGKNqEIIR Low-density lipoprotein receptor-related protein 4 OS=Homo sapiens GN=LRP4 PE=1 SV=4 - [LRP4_HUMAN] O75096 K7(Carbamyl); Q13(Deamidated) 40 4 491.7607

4 GFpGADGVAGPkGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); K12(Carbamyl) 48 2 849.9136

4 GPAGPNGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); K12(Carbamyl) 56 2 860.4239

4 YTkKVPQVSTPTLVEVSR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K3(Carbamyl) 33 3 692.3903

4 NIDSEEVGkIASNSATAFR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN]|Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7ENL6_HUMAN]P12111;E7ENL6K9(Carbamyl) 61 3 684.6704

4 IGILITDGkSQDDIIPPSR Collagen alpha-1(XIV) chain OS=Homo sapiens GN=COL14A1 PE=1 SV=3 - [COEA1_HUMAN] Q05707 K9(Carbamyl) 46 3 694.3791

4 MHSEAEESkEVATDVFNSK Tumor necrosis factor alpha-induced protein 8 OS=Homo sapiens GN=TNFAIP8 PE=1 SV=1 - [TFIP8_HUMAN] O95379 K9(Carbamyl) 45 3 727.6631

4 ATKEQLkAVMDDFAAFVEK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K7(Carbamyl) 40 3 728.7061

4 AkDILGEAGLHFDELNKLR Intraflagellar transport 20 homolog (Chlamydomonas), isoform CRA_b OS=Homo sapiens GN=IFT20 PE=4 SV=1 - [A0A087X2B4_HUMAN] A0A087X2B4K2(Carbamyl) 46 4 546.2981

4 HkVYAcEVTHQGLSSPVTK Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A087X130_HUMAN]|Protein IGKV3-11 OS=Homo sapiens GN=IGKV3-11 PE=4 SV=1 - [A0A087WZW8_HUMAN]|Ig kappa chain C region (Fragment) OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A075B6H6_HUMAN]A0A087X130;A0A087WZW8;A0A075B6H6K2(Carbamyl); C6(Carbamidomethyl) 51 4 546.7767

4 DAGEGLLAVQITDPEGkpKK Filamin-A OS=Homo sapiens GN=FLNA PE=1 SV=4 - [FLNA_HUMAN]|Filamin A OS=Homo sapiens GN=FLNA PE=2 SV=1 - [Q60FE5_HUMAN] P21333;Q60FE5K17(Carbamyl); P18(Oxidation) 46 3 709.046

4 GEPGpVGVQGPpGPAGEEGkR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); P12(Oxidation); K20(Carbamyl) 41 3 682.9979

4 GPAGPQGPrGDkGETGEQGDR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 R9(Arg->); K12(Carbamyl) 37 3 703.9869

4 GPAGPQGpRGDkGETGEQGDR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K12(Carbamyl) 38 3 708.9937

4 TFTcTAAYPESkTPLTATLSK Ig alpha-1 chain C region OS=Homo sapiens GN=IGHA1 PE=1 SV=2 - [IGHA1_HUMAN] P01876 C4(Carbamidomethyl); K12(Carbamyl) 65 3 777.7233

4 TYETTLEkccAAADPHEcYAK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K8(Carbamyl); C9(Carbamidomethyl); C10(Carbamidomethyl); C18(Carbamidomethyl) 44 4 641.0252

4 QNcELFEQLGEYkFQNALLVR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C3(Carbamidomethyl); K13(Carbamyl) 54 3 881.4421

4 GPTGDPGkNGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K8(Carbamyl) 53 4 494.7473

4 GPTGDPGknGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K8(Carbamyl); N9(Deamidated) 47 4 494.9944

4 GPTGDpGkNGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P6(Oxidation); K8(Carbamyl) 42 4 498.746

4 GPTGDpGknGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P6(Oxidation); K8(Carbamyl); N9(Deamidated) 36 4 498.9922

4 GDRGDAGPkGADGSPGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl) 63 4 503.7441

4 GDRGDAGPkGADGSpGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl); P15(Oxidation) 55 3 676.6551

4 GDRGDAGpkGADGSpGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K9(Carbamyl); P15(Oxidation) 49 4 511.7423

4 AQYESIAAkNLQEAEEWYKSK Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI_HUMAN] P41219 K9(Carbamyl) 48 4 633.0657

4 kDLYANTVLSGGTTMYPGIADR Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN]|Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN] P60709;P63261K1(Carbamyl) 80 3 796.0629

4 AkYGEHEASPDNGQNEFSDIIK Utrophin OS=Homo sapiens GN=UTRN PE=1 SV=2 - [UTRO_HUMAN] P46939 K2(Carbamyl) 59 3 831.3784

4 TPcTVScNIPVVSGkEcEEIIR Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2 - [FIBB_HUMAN] P02675 C3(Carbamidomethyl); C7(Carbamidomethyl); K15(Carbamyl); C17(Carbamidomethyl) 41 3 864.4127

4 LVNEVTEFAkTcVADESAENcDK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K10(Carbamyl); C12(Carbamidomethyl); C21(Carbamidomethyl) 58 3 891.3944

4 GFAFVTFESPADAkAAArDMNGK RNA-binding motif protein, X-linked-like-2 OS=Homo sapiens GN=RBMXL2 PE=1 SV=3 - [RMXL2_HUMAN] O75526 K14(Carbamyl); R18(Arg->) 40 4 612.0402

4 kVPQVSTPTLVEVSRNLGKVGSK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 44 4 617.3584

4 kDDPIGNLNTAFEVAEKYLDIPK Alpha-actinin-3 OS=Homo sapiens GN=ACTN3 PE=1 SV=2 - [ACTN3_HUMAN] Q08043 K1(Carbamyl) 46 3 878.4561

4 GPGFATkEITnGKPFFKDINEcK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 K7(Carbamyl); N11(Deamidated); C22(Carbamidomethyl) 54 4 661.3279

4 LVRPEVDVMcTAFHDNEETFLkK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C10(Carbamidomethyl); K22(Carbamyl) 41 4 706.0982

4 GQAGVMGFpGPkGAAGEpGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); K12(Carbamyl); P18(Oxidation) 52 2 1151.056

4 GQAGVMGFpGpkGAAGEpGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); P11(Oxidation); K12(Carbamyl); P18(Oxidation) 58 2 1159.054

4 GAPGFRGpAGPnGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P8(Oxidation); N12(Deamidated); P15(Oxidation); K18(Carbamyl) 47 3 774.7125

4 VYAcEVTHQGLSSPVTkSFNRGEc Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A087X130_HUMAN]|Protein IGKV3-11 OS=Homo sapiens GN=IGKV3-11 PE=4 SV=1 - [A0A087WZW8_HUMAN]|Ig kappa chain C region (Fragment) OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A075B6H6_HUMAN]A0A087X130;A0A087WZW8;A0A075B6H6C4(Carbamidomethyl); K17(Carbamyl); C24(Carbamidomethyl) 44 3 923.7603

4 ADYEkHKVYAcEVTHQGLSSPVTK Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A087X130_HUMAN]|Protein IGKV3-11 OS=Homo sapiens GN=IGKV3-11 PE=4 SV=1 - [A0A087WZW8_HUMAN]|Ig kappa chain C region (Fragment) OS=Homo sapiens GN=IGKC PE=4 SV=1 - [A0A075B6H6_HUMAN]A0A087X130;A0A087WZW8;A0A075B6H6K5(Carbamyl); C11(Carbamidomethyl) 45 5 558.876

4 cVcEQGFkGYDcSDmScPNDcHQHGR Tenascin OS=Homo sapiens GN=TNC PE=4 SV=1 - [F5H7V9_HUMAN] F5H7V9 C1(Carbamidomethyl); C3(Carbamidomethyl); K8(Carbamyl); C12(Carbamidomethyl); M15(Oxidation); C17(Carbamidomethyl); C21(Carbamidomethyl)20 5 653.4478

4 GPSGPQGPGGPPGpkGNSGEpGApGSK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P14(Oxidation); K15(Carbamyl); P21(Oxidation); P24(Oxidation) 43 3 806.0475

4 GPSGPQGPGGPPGpkGnSGEpGApGSK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P14(Oxidation); K15(Carbamyl); N17(Deamidated); P21(Oxidation); P24(Oxidation) 48 3 806.3767

4 GPSGPQGPGGPpGpkGNSGEpGApGSK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P12(Oxidation); P14(Oxidation); K15(Carbamyl); P21(Oxidation); P24(Oxidation) 53 3 811.3731

4 GDAGPAGpkGEpGSpGENGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K9(Carbamyl); P12(Oxidation); P15(Oxidation); P21(Oxidation) 66 3 851.3746

4 GDAGPAGpkGEpGSpGEnGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K9(Carbamyl); P12(Oxidation); P15(Oxidation); N18(Deamidated); P21(Oxidation)34 2 1277.056

4 dDDIAALVVDNGSGMckAGFAGDDAPR Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN] P60709 N-Term(Acetyl); C16(Carbamidomethyl); K17(Carbamyl) 63 3 941.4187

4 dDDIAALVVDnGSGMckAGFAGDDAPR Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN] P60709 N-Term(Acetyl); N11(Deamidated); C16(Carbamidomethyl); K17(Carbamyl) 40 3 941.7528

4 eEEIAALVIDNGSGMckAGFAGDDAPR Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN] P63261 N-Term(Acetyl); C16(Carbamidomethyl); K17(Carbamyl) 64 3 960.105

4 mEEEIAALVIDnGSGmckAGFAGDDAPR Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN] P63261 M1(Oxidation); N-Term(Carba); N12(Deamidated); M16(Oxidation); C17(Carbamidomethyl); K18(Carbamyl)53 3 1015.104

4 SIGVPIkVLHEAEGHIVTcETNTGEVYR Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3 PE=1 SV=1 - [H3BT13_HUMAN] H3BT13 K7(Carbamyl); C19(Carbamidomethyl) 49 4 788.6545

4 FFkSDFEqNGTMGNVcLFLnLANDPTIER V-type proton ATPase subunit B, kidney isoform OS=Homo sapiens GN=ATP6V1B1 PE=3 SV=1 - [C9JL73_HUMAN] P15313 K3(Carbamyl); Q8(Deamidated); C16(Carbamidomethyl); N20(Deamidated) 47 3 1141.523

4 NLNEKDYELLcLDGTRkPVEEYANcHLAR Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 - [TRFE_HUMAN] P02787 C11(Carbamidomethyl); K17(Carbamyl); C25(Carbamidomethyl) 44 4 891.6826

4 TcVADESAENcDkSLHTLFGDKLcTVATLR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C2(Carbamidomethyl); C11(Carbamidomethyl); K13(Carbamyl); C24(Carbamidomethyl) 57 4 864.4064

4 ccAAADPHEcYAkVFDEFKPLVEEPQNLIK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C1(Carbamidomethyl); C2(Carbamidomethyl); C10(Carbamidomethyl); K13(Carbamyl) 47 3 1207.897

4 VHLTPEEkSAVTALWGKVNVDEVGGEALGR Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 - [HBB_HUMAN] P68871 K8(Carbamyl) 63 4 801.9238

4 VHLTPEEkSAVTALWGKVnVDEVGGEALGR Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 - [HBB_HUMAN] P68871 K8(Carbamyl); N19(Deamidated) 40 4 802.1717

4 DGkncEDMDEcSIrNMcLnGMcINEDGSFK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 K3(Carbamyl); N4(Deamidated); C5(Carbamidomethyl); C11(Carbamidomethyl); R14(Arg->); C17(Carbamidomethyl); N19(Deamidated); C22(Carbamidomethyl)38 4 912.1058

4 DGkncEDMDEcSIrnmcLNGMcINEDGSFK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 K3(Carbamyl); N4(Deamidated); C5(Carbamidomethyl); C11(Carbamidomethyl); R14(Arg->); N15(Deamidated); M16(Oxidation); C17(Carbamidomethyl); C22(Carbamidomethyl)44 4 916.1015

4 SHcIAEVENDEMPADLPSLAADFVESkDVcK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C3(Carbamidomethyl); K27(Carbamyl); C30(Carbamidomethyl) 45 4 880.6498

4 nGEKGETGApGLkGENGLpGENGAPGPMGpR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N1(Deamidated); P10(Oxidation); K13(Carbamyl); P19(Oxidation); P30(Oxidation) 45 3 1013.137

4 NGEKGETGApGLkGEnGLpGEnGApGPMGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P10(Oxidation); K13(Carbamyl); N16(Deamidated); P19(Oxidation); N22(Deamidated); P25(Oxidation)39 3 1013.464

4 nGEkGETGApGLKGEnGLpGEnGApGPMGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N1(Deamidated); K4(Carbamyl); P10(Oxidation); N16(Deamidated); P19(Oxidation); N22(Deamidated); P25(Oxidation)53 3 1013.799

4 nGEkGETGAPGLkGEnGLpGEnGApGPMGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N1(Deamidated); K4(Carbamyl); K13(Carbamyl); N16(Deamidated); P19(Oxidation); N22(Deamidated); P25(Oxidation)35 5 614.0747

4 NkDTGTYEDFVEGLRVFDKEGNGTVMGAELR Myosin light chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV=3 - [MYL3_HUMAN] P08590 K2(Carbamyl) 48 5 698.9386

4 NkDTGTYEDFVEGLRVFDKEGnGTVMGAELR Myosin light chain 3 OS=Homo sapiens GN=MYL3 PE=1 SV=3 - [MYL3_HUMAN] P08590 K2(Carbamyl); N22(Deamidated) 54 4 873.6667

4 GSpGEAGRpGEAGLpGAkGLTGSpGSpGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)54 3 980.1296

4 AQKGQLSDDEkFLFVDKNFINSPVAQADWAAK Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11_HUMAN] P35749 K11(Carbamyl) 60 4 906.7175

4 AQKGQLSDDEkFLFVDKnFINSPVAQADWAAK Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11_HUMAN] P35749 K11(Carbamyl); N18(Deamidated) 43 4 906.9604

4 GLTGPIGpPGPAGAPGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K18(Carbamyl) 45 3 966.1442

4 GLTGPIGPPGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl) 43 3 971.4735

4 GVPGPpGAVGpAGkDGEAGAQGpPGPAGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P6(Oxidation); P11(Oxidation); K14(Carbamyl); P23(Oxidation) 43 3 975.1347

4 GVPGPpGAVGpAGkDGEAGAqGpPGPAGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P6(Oxidation); P11(Oxidation); K14(Carbamyl); Q21(Deamidated); P23(Oxidation) 43 3 975.4713

4 GLTGPIGPpGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); P11(Oxidation); P15(Oxidation); K18(Carbamyl) 54 3 976.8112

4 GPSGPQGPGGPPGpkGNSGEpGApGSKGDTGAK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P14(Oxidation); K15(Carbamyl); P21(Oxidation); P24(Oxidation) 55 3 982.4578

4 GPSGPQGPGGPpGpkGnSGEpGApGSKGDTGAK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P12(Oxidation); P14(Oxidation); K15(Carbamyl); N17(Deamidated); P21(Oxidation); P24(Oxidation)44 3 988.1264

4 GPTGPIGPPGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation) 53 3 998.4987

4 GPTGPIGPpGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)47 3 1003.828

4 ASPDWGYDDkNGpEQWSKLYPIANGNNQSPVDIK Carbonic anhydrase 1 OS=Homo sapiens GN=CA1 PE=1 SV=2 - [CAH1_HUMAN] P00915 K10(Carbamyl); P13(Oxidation) 45 4 966.4636

4 ASPDWGYDDkNGpEQWSKLYPIAnGNNQSPVDIK Carbonic anhydrase 1 OS=Homo sapiens GN=CA1 PE=1 SV=2 - [CAH1_HUMAN] P00915 K10(Carbamyl); P13(Oxidation); N24(Deamidated) 57 4 966.7087

4 VHTEccHGDLLEcADDRADLAkYIcENQDSISSK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C5(Carbamidomethyl); C6(Carbamidomethyl); C13(Carbamidomethyl); K22(Carbamyl); C25(Carbamidomethyl)57 4 1013.941

4 SkGPAVGIDLGTTYScVGVFqHGKVEIIANDQGNR Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [HSP7C_HUMAN] P11142 K2(Carbamyl); C16(Carbamidomethyl); Q21(Deamidated) 46 4 933.724

4 kVEPkScDKTHTcPpcpApELLGGPSVFLFPPKPK Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [A0A087WV47_HUMAN]|Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [A0A087WYE1_HUMAN]|Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [A0A087WYC5_HUMAN]A0A087WYE1;A0A087WYC5K1(Carbamyl); K5(Carbamyl); C7(Carbamidomethyl); C13(Carbamidomethyl); P15(Oxidation); C16(Carbamidomethyl); P17(Oxidation); P19(Oxidation)44 4 1013.248

4 VDkRVESkYGppcpScpApEFLGGPSVFLFPPKPK Ig gamma-4 chain C region OS=Homo sapiens GN=IGHG4 PE=1 SV=1 - [IGHG4_HUMAN] P01861 K3(Carbamyl); K8(Carbamyl); P11(Oxidation); P12(Oxidation); C13(Carbamidomethyl); P14(Oxidation); C16(Carbamidomethyl); P17(Oxidation); P19(Oxidation)42 4 1013.504

4 GAKGpkGENGVVGPTGPVGAAGPAGPNGPPGpAGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P5(Oxidation); K6(Carbamyl); P32(Oxidation) 60 3 1055.536

4 GGAGpPGPEGGkGAAGPPGppGAAGTpGLQGMpGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P5(Oxidation); K12(Carbamyl); P20(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)57 3 1062.163

4 GPSGPPGpDGNkGEpGVVGAVGTAGPSGPSGLPGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P8(Oxidation); K12(Carbamyl); P15(Oxidation) 66 3 1080.856

4 GpSGPPGPDGnkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); N11(Deamidated); K12(Carbamyl); P33(Oxidation) 44 3 1081.184

4 GANGAPGNDGAkGDAGApGApGSQGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation) 45 3 1084.484

4 GANGAPGNDGAkGDAGApGApGSqGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K12(Carbamyl); P18(Oxidation); P21(Oxidation); Q24(Deamidated); P27(Oxidation); P33(Oxidation)41 3 1084.812

4 GANGAPGnDGAkGDAGApGApGSqGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 N8(Deamidated); K12(Carbamyl); P18(Oxidation); P21(Oxidation); Q24(Deamidated); P27(Oxidation); P33(Oxidation)41 3 1085.143

4 GpSGpPGPDGNkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); K12(Carbamyl); P33(Oxidation) 53 3 1086.188

4 GpSGpPGPDGnkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); N11(Deamidated); K12(Carbamyl); P33(Oxidation) 47 3 1086.522

4 GANGApGNDGAkGDAGApGApGSQGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P6(Oxidation); K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)44 3 1089.815

4 GANGApGnDGAkGDAGApGApGSQGApGLQGMpGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P6(Oxidation); N8(Deamidated); K12(Carbamyl); P18(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)39 3 1090.15

4 GpSGppGPDGNkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); P6(Oxidation); K12(Carbamyl); P33(Oxidation) 65 3 1091.52

4 GFSGLDGAkGDAGPAGPKGEpGSpGENGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl); P21(Oxidation); P24(Oxidation); P30(Oxidation) 43 3 1123.511

4 GFSGLDGAkGDAGPAGPKGEpGSpGEnGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl); P21(Oxidation); P24(Oxidation); N27(Deamidated); P30(Oxidation) 53 3 1123.849



4 GLpGLkGHNGLqGLpGIAGHHGDQGApGSVGPAGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P3(Oxidation); K6(Carbamyl); Q12(Deamidated); P15(Oxidation); P27(Oxidation) 49 5 685.949

4 GLpGLkGHnGLqGLpGIAGHHGDQGApGSVGPAGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P3(Oxidation); K6(Carbamyl); N9(Deamidated); Q12(Deamidated); P15(Oxidation); P27(Oxidation)50 4 857.4311

4 EccEkPLLEKSHcIAEVENDEMPADLPSLAADFVESK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C2(Carbamidomethyl); C3(Carbamidomethyl); K5(Carbamyl); C13(Carbamidomethyl) 43 4 1076.746

4 GLFDEEmNEILTDPSDDTkGFFDPNTEENLTYLQLMER Plectin OS=Homo sapiens GN=PLEC PE=1 SV=3 - [PLEC_HUMAN] Q15149 M7(Oxidation); K19(Carbamyl) 45 4 1132.271

4 GNDGATGAAGPPGPTGpAGpPGFPGAVGAkGEAGPQGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P17(Oxidation); P20(Oxidation); K30(Carbamyl) 40 3 1142.213

4 ASPDWGYDDkNGPEQWSKLYPIANGNNQSPVDIKTSETK Carbonic anhydrase 1 OS=Homo sapiens GN=CA1 PE=1 SV=2 - [CAH1_HUMAN] P00915 K10(Carbamyl) 41 4 1099.022

4 GnSGEpGApGSkGDTGAKGEpGpVGVQGpPGPAGEEGKR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 N2(Deamidated); P6(Oxidation); P9(Oxidation); K12(Carbamyl); P21(Oxidation); P23(Oxidation); P29(Oxidation)40 5 733.5449

4 LkEccEKPLLEKSHcIAEVENDEMPADLPSLAADFVESK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K2(Carbamyl); C4(Carbamidomethyl); C5(Carbamidomethyl); C15(Carbamidomethyl) 71 5 909.8347

4 LkEccEKPLLEKSHcIAEVENDEMpADLPSLAADFVESK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K2(Carbamyl); C4(Carbamidomethyl); C5(Carbamidomethyl); C15(Carbamidomethyl); P25(Oxidation)49 5 913.0326

4 ALcDRDVTVTAIGIGDmFHEkHESENLYSIAcDKPQQVR Collagen alpha-2(VI) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2_HUMAN] P12110 C3(Carbamidomethyl); M17(Oxidation); K21(Carbamyl); C32(Carbamidomethyl) 44 5 913.2371

4 LcYVALDSEQEMAMAASSSSVEkSYELPDGQVITIGNER Putative beta-actin-like protein 3 OS=Homo sapiens GN=POTEKP PE=5 SV=1 - [ACTBM_HUMAN] Q9BYX7 C2(Carbamidomethyl); K23(Carbamyl) 47 4 1081.014

4 GSPGpAGpkGSpGEAGRpGEAGLpGAKGLTGSpGSpGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); P8(Oxidation); K9(Carbamyl); P12(Oxidation); P18(Oxidation); P24(Oxidation); P33(Oxidation); P36(Oxidation)48 4 930.4454

4 LVTDLTKVHTEccHGDLLEcADDRADLAkYIcENQDSISSK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 C12(Carbamidomethyl); C13(Carbamidomethyl); C20(Carbamidomethyl); K29(Carbamyl); C32(Carbamidomethyl)46 5 965.449

4 GSDGQpGppGppGTAGFPGSPGAkGEVGPAGSpGSNGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); K24(Carbamyl); P33(Oxidation); P39(Oxidation)53 3 1274.238

4 GSDGQpGppGppGTAGFpGSPGAkGEVGPAGSpGSNGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); P39(Oxidation)46 3 1279.568

4 GSDGqpGppGppGTAGFpGSPGAkGEVGPAGSpGSNGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 Q5(Deamidated); P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); P39(Oxidation)43 4 960.1764

4 GSDGqpGppGppGTAGFpGSPGAkGEVGPAGSpGSnGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 Q5(Deamidated); P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); N36(Deamidated); P39(Oxidation)41 4 960.4241

4 GEVGLPGLSGpVGppGNpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)42 4 1006.017

4 GEVGLPGLSGpVGppGnpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); N17(Deamidated); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)54 3 1341.352

4 GEVGLPGLSGpVGppGnpGAnGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); N17(Deamidated); P18(Oxidation); N21(Deamidated); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)42 3 1341.686

4 TGEVGAVGppGFAGEkGpSGEAGTAGPPGTPGpQGLLGApGILGLpGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P9(Oxidation); P10(Oxidation); K16(Carbamyl); P18(Oxidation); P33(Oxidation); P40(Oxidation); P46(Oxidation)44 4 1122.31

4 GErGYpGnIGpVGAAGApGpHGpVGPAGkHGNRGETGPSGPVGPAGAVGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8R3(Arg->); P6(Oxidation); N8(Deamidated); P11(Oxidation); P18(Oxidation); P20(Oxidation); P23(Oxidation); K29(Carbamyl)42 4 1182.565

4 GSEGPqGVRGEPGPPGPAGAAGpAGnpGADGQpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 Q6(Deamidated); P23(Oxidation); N26(Deamidated); P27(Oxidation); P33(Oxidation); K36(Carbamyl); N39(Deamidated); P42(Oxidation); P48(Oxidation); P51(Oxidation)42 4 1195.813

4 GSEGpQGVRGEpGPPGPAGAAGPAGnpGADGqpGAkGANGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); P12(Oxidation); N26(Deamidated); P27(Oxidation); Q32(Deamidated); P33(Oxidation); K36(Carbamyl); P42(Oxidation); P48(Oxidation); P51(Oxidation)44 4 1199.562

4 GSEGPQGVRGEPGPpGpAGAAGpAGnpGADGqpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P15(Oxidation); P17(Oxidation); P23(Oxidation); N26(Deamidated); P27(Oxidation); Q32(Deamidated); P33(Oxidation); K36(Carbamyl); N39(Deamidated); P42(Oxidation); P48(Oxidation); P51(Oxidation)41 4 1203.808

5 xVkLEIFR Protein PET100 homolog, mitochondrial (Fragment) OS=Homo sapiens GN=PET100 PE=4 SV=2 - [M0QZ55_HUMAN] P0DJ07 X1(R); X1(Arg->); K3(Carbamyl) 42 2 552.8254

5 kQTALVELVK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 46 2 586.3542

5 rSLLELHkRR Serine/threonine-protein kinase PLK1 (Homo sapiens) GN=PLK1 P53350 R1(Arg->); K8(Carbamyl) 35 2 676.4052

5 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 56 2 640.3309

5 EIAQEFkTDLR Histone H3 OS=Homo sapiens GN=HIST2H3PS2 PE=1 SV=1 - [Q5TEC6_HUMAN] Q5TEC6 K7(Carbamyl) 56 2 696.8591

5 SIPLSIKNLkRK (E3-independent) E2 ubiquitin-conjugating enzyme (Homo sapiens) GN=UBE2O Q9C0C9 K10(Carbamyl) 38 2 720.4543

5 kVPQVSTPTLVEVSR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 52 2 841.9771

5 HPYFYAPELLFFAkR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K14(Carbamyl) 45 3 648.0076

5 xcAVEVFGLLEDEENSR E3 ubiquitin-protein ligase NEDD4 (Fragment) OS=Homo sapiens GN=NEDD4 PE=4 SV=1 - [H0Y9L1_HUMAN] P46934 X1(K); N-Term(Carba); X1(Carbamyl); C2(Carbamidomethyl) 47 2 1040.98

5 DGETLEELMkLSPEELLLR Plastin-3 OS=Homo sapiens GN=PLS3 PE=2 SV=1 - [B7Z6M1_HUMAN] B7Z6M1 K10(Carbamyl) 54 4 565.2975

5 TkLEEHLEGIVNIFHQYSVR Protein S100-A12 OS=Homo sapiens GN=S100A12 PE=1 SV=2 - [S10AC_HUMAN] P80511 K2(Carbamyl) 72 4 614.5779

5 VGVETTkpSkQSNNkYAASSYLSLTPEQWK Ig lambda-7 chain C region OS=Homo sapiens GN=IGLC7 PE=1 SV=2 - [LAC7_HUMAN] A0M8Q6 K7(Carbamyl); P8(Oxidation); K10(Carbamyl); K15(Carbamyl) 58 3 1162.909

5 YWcNDGkTpGAVNAcHLScSALLQDNIADAVAcAK Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 - [LYSC_HUMAN] P61626 C3(Carbamidomethyl); K7(Carbamyl); P9(Oxidation); C15(Carbamidomethyl); C19(Carbamidomethyl); C33(Carbamidomethyl)50 4 978.1966

6 KALkLGAK Argininosuccinate synthase (Fragment) OS=Homo sapiens GN=ASS1 PE=1 SV=1 - [Q5T6L5_HUMAN] Q5T6L5 K4(Carbamyl) 32 2 436.289

6 xrkVPALR Heat shock factor protein 4 (Fragment) OS=Homo sapiens GN=HSF4 PE=4 SV=1 - [H0YC14_HUMAN] Q9ULV5 X1(L); R2(Arg->); K3(Carbamyl) 31 3 332.8786

6 xLLSLAGkr Homeobox protein TGIF2 (Fragment) OS=Homo sapiens GN=TGIF2 PE=4 SV=1 - [U3KQB5_HUMAN] U3KQB5 X1(V); K8(Carbamyl); R9(Arg->) 44 2 500.808

6 KIkNDLnLK Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP_HUMAN] P15924 K3(Carbamyl); N7(Deamidated) 55 2 565.3321

6 IEnLEkLIK Leucine-rich repeat-containing protein 9 (Homo sapiens) GN=LRRC9 Q6ZRR7 N3(Deamidated); K6(Carbamyl) 44 2 572.3341

6 qLVkQEELKR MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - [MICLK_HUMAN] Q6ZW33 Q1(Deamidated); K4(Carbamyl) 45 3 438.9178

6 kQRELEEQTR Radixin (Fragment) OS=Homo sapiens GN=RDX PE=1 SV=1 - [H0YE16_HUMAN] P35241 K1(Carbamyl) 52 3 453.9007

6 LEqLERkrER Cyclin-dependent kinase 11A (Homo sapiens) GN=CD11A Q9UQ88 Q3(Deamidated); K7(Carbamyl); R8(Arg->) 50 2 701.3828

6 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 56 2 640.3336

6 AVHkAVLTIDEK Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3 - [A1AT_HUMAN] P01009 K4(Carbamyl) 47 3 456.2619

6 LDSELknmQDmVEDYR Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1_HUMAN] P04264 K6(Carbamyl); N7(Deamidated); M8(Oxidation); M11(Oxidation) 49 3 687.9678

6 DkLAAcLEGncAEGLGTNYR Prothrombin OS=Homo sapiens GN=F2 PE=1 SV=2 - [THRB_HUMAN] P00734 K2(Carbamyl); C6(Carbamidomethyl); N10(Deamidated); C11(Carbamidomethyl) 88 3 752.6745

6 HqGVMVGMGqkDSYVGDEAQSK Actin, alpha cardiac muscle 1 OS=Homo sapiens GN=ACTC1 PE=1 SV=1 - [ACTC_HUMAN]|Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN]|Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN]P68032;P60709;P63261Q2(Deamidated); Q10(Deamidated); K11(Carbamyl) 46 3 799.3513

6 FLEQQnQVLQTkWELLQQVDTSTR Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1_HUMAN] P04264 N6(Deamidated); K12(Carbamyl) 89 3 992.8487

6 LrSEIDnVkkQISNLQQSISDAEQR Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1_HUMAN] P04264 R2(Arg->); N7(Deamidated); K9(Carbamyl); K10(Carbamyl) 52 3 996.5155

6 RVAEGTQVLELpFkGDDITMVLILPKPEK Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 - [ANT3_HUMAN] P01008 P12(Oxidation); K14(Carbamyl) 43 4 824.7018

6 VGVETTkpSkQSNNkYAASSYLSLTPEQWK Ig lambda-7 chain C region (Fragment) OS=Homo sapiens GN=IGLC7 PE=4 SV=2 - [A0A075B6L1_HUMAN] A0A075B6L1 K7(Carbamyl); P8(Oxidation); K10(Carbamyl); K15(Carbamyl) 79 3 1162.91

7 TAkEIALGR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K3(Carbamyl) 51 2 501.2917

7 LAkEIAIGR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=4 SV=1 - [K7EPJ4_HUMAN] K7EPJ4 K3(Carbamyl) 59 2 507.3109

7 AATIkAEFVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K5(Carbamyl) 49 2 574.8257

7 TLIEkTnEER Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN] P10909 K5(Carbamyl); N7(Deamidated) 52 2 638.8218

7 AGAFQGAkDLR Chondroadherin OS=Homo sapiens GN=CHAD PE=2 SV=2 - [CHAD_HUMAN] O15335 K8(Carbamyl) 51 2 588.8103

7 ISEAkLTGIPK Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K5(Carbamyl) 55 2 600.3549

7 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 56 2 640.3298

7 kTLLSnLEEAK Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN] P10909 K1(Carbamyl); N6(Deamidated) 87 2 645.3514

7 kYQYYSnKHcR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K1(Carbamyl); N7(Deamidated); C10(Carbamidomethyl) 54 3 530.9094

7 VkIVGPLEVNVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K2(Carbamyl) 41 2 683.4156

7 kTLLSnLEEAKK Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN] P10909 K1(Carbamyl); N6(Deamidated) 59 3 473.2688

7 FLSYkFSnSGSR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K5(Carbamyl); N8(Deamidated) 54 2 718.8442

7 AVAEPGIQLkAVK Thrombospondin-4 OS=Homo sapiens GN=THBS4 PE=4 SV=1 - [E7ES19_HUMAN]|Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN]E7ES19;G3XAP6K10(Carbamyl) 52 2 683.9076

7 EkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7K2(Carbamyl) 79 2 743.4195

7 TSLkAATIKAEFVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K4(Carbamyl) 60 3 526.6395

7 QYNVGPSVSkYPLR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K10(Carbamyl) 83 2 825.9353

7 EGcYGDkDEFPGVR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7C3(Carbamidomethyl); K7(Carbamyl) 52 2 836.359

7 SDkPDMAEIEKFDK Thymosin beta-4 OS=Homo sapiens GN=TMSB4X PE=1 SV=2 - [TYB4_HUMAN] P62328 K3(Carbamyl) 51 3 565.939

7 NTDEDkWGDAcDNcR Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K6(Carbamyl); C11(Carbamidomethyl); C14(Carbamidomethyl) 67 3 633.5754

7 YkKPEcQSDWQcPGK Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 SV=2 - [SLPI_HUMAN] P03973 K2(Carbamyl); C6(Carbamidomethyl); C12(Carbamidomethyl) 59 3 651.9604

7 VSKEkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7K5(Carbamyl) 62 3 600.6807

7 SQLcEcDkAAATcFAR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 C4(Carbamidomethyl); C6(Carbamidomethyl); K8(Carbamyl); C13(Carbamidomethyl) 54 3 644.2794

7 IGDQWDkQHDMGHMMR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K7(Carbamyl) 54 3 676.6284

7 LQQHQAGEYFckAQSDAGAVK Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 C11(Carbamidomethyl); K12(Carbamyl) 61 3 793.7084

7 LTTGkEAALSYGFYGcHcGVGGR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K5(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 84 3 835.3881

7 VGDTYERPkDSMIWDcTcIGAGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K9(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 79 3 910.7452

7 VGDTYERpkDSMIWDcTcIGAGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 P8(Oxidation); K9(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 62 3 916.0704

7 VGDTYErpkDSMIWDcTcIGAGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 R7(Arg->); P8(Oxidation); K9(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 61 3 916.4049

7 TkTETITGFQVDAVPAnGQTPIQR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K2(Carbamyl); N17(Deamidated) 58 3 872.782

7 TkTETITGFqVDAVPAnGQTPIQR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K2(Carbamyl); Q10(Deamidated); N17(Deamidated) 61 3 873.1107

7 SVPkEISPDTTLLDLQNNDISELR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K4(Carbamyl) 68 3 914.1413

7 VFLkGGSDSDASLVITDLTLEDYGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RFI7K4(Carbamyl) 98 3 905.4578

7 SYTITGLQPGTDYkIYLYTLnDnAR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K14(Carbamyl); N21(Deamidated); N23(Deamidated) 66 3 975.8126

8 xLLSLAGkr Homeobox protein TGIF2 (Fragment) OS=Homo sapiens GN=TGIF2 PE=4 SV=1 - [U3KQB5_HUMAN] U3KQB5 X1(V); K8(Carbamyl); R9(Arg->) 42 2 500.8061

8 LAkEIAIGR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN] Q8IUL8 K3(Carbamyl) 51 2 507.3091

8 kQTALVELVK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 45 2 586.3568

8 ISEAkLTGIPK Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K5(Carbamyl) 61 2 600.3544

8 NLkYLPFVPSR Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD_HUMAN] Q06828 K3(Carbamyl) 55 2 688.89

8 kMcccSYNIGR Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 K1(Carbamyl); C3(Carbamidomethyl); C4(Carbamidomethyl); C5(Carbamidomethyl) 71 2 746.3025

8 ccVTHDccYkR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 C1(Carbamidomethyl); C2(Carbamidomethyl); C7(Carbamidomethyl); C8(Carbamidomethyl); K10(Carbamyl)34 3 534.541

8 VkIVGPLEVNVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K2(Carbamyl) 54 2 683.4152

8 GFESkVDAILNR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN] P12111 K5(Carbamyl) 50 2 696.3712

8 VkIQGPQEYMVR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN] Q8IUL8 K2(Carbamyl) 48 2 745.8976



8 VMkHEAYGEcYK Collagen alpha-2(VI) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2_HUMAN] P12110 K3(Carbamyl); C10(Carbamidomethyl) 42 2 779.3479

8 AGEkGLPGAPGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K4(Carbamyl) 41 2 633.3524

8 EkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K2(Carbamyl) 76 2 743.418

8 LTAkDFADIPNLR Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - [MIME_HUMAN] P20774 K4(Carbamyl) 51 2 758.9108

8 GDVGEkGPEGApGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K6(Carbamyl); P12(Oxidation) 53 2 678.8235

8 kQERAAAAAAAAAK Paired mesoderm homeobox protein 2B OS=Homo sapiens GN=PHOX2B PE=1 SV=2 - [PHX2B_HUMAN] Q99453 K1(Carbamyl) 45 3 457.5856

8 SSGIEnGAFQGMkK Decorin OS=Homo sapiens GN=DCN PE=1 SV=1 - [PGS2_HUMAN] P07585 N6(Deamidated); K13(Carbamyl) 59 2 749.3544

8 VVQcSDLGLkSVPK Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 C4(Carbamidomethyl); K10(Carbamyl) 66 2 786.9247

8 IkDVDEKADIALIK Serine protease HTRA1 OS=Homo sapiens GN=HTRA1 PE=1 SV=1 - [HTRA1_HUMAN] Q92743 K2(Carbamyl) 56 3 538.6418

8 QYNVGPSVSkYPLR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K10(Carbamyl) 71 2 825.936

8 EGcYGDkDEFPGVR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112C3(Carbamidomethyl); K7(Carbamyl) 43 2 836.3577

8 kLTAKDFADIPNLR Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - [MIME_HUMAN] P20774 K1(Carbamyl) 49 3 548.9755

8 kVPQVSTPTLVEVSR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 91 2 841.9761

8 MLQEQLAEVAVSAkR Collagen alpha-2(IX) chain OS=Homo sapiens GN=COL9A2 PE=1 SV=2 - [CO9A2_HUMAN] Q14055 K14(Carbamyl) 74 2 858.4619

8 DALkSSVDAVKYFGK Collagen alpha-1(VI) chain OS=Homo sapiens GN=COL6A1 PE=1 SV=1 - [A0A087X0S5_HUMAN] A0A087X0S5K4(Carbamyl) 54 3 557.6319

8 kLKDEGVELFAIGIK Collagen alpha-1(XII) chain OS=Homo sapiens GN=COL12A1 PE=1 SV=1 - [D6RGG3_HUMAN] D6RGG3 K1(Carbamyl) 42 3 568.3314

8 VVpSLkLqDLIEEIR AP-1 complex subunit gamma-like 2 (Homo sapiens) GN=AP1G2 O75843 P3(Oxidation); K6(Carbamyl); Q8(Deamidated) 46 3 604.6716

8 GGSPLNTGkALEFVAR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN] P12111 K9(Carbamyl) 49 2 830.444

8 TkGVDEVTIVNILTNR Annexin (Fragment) OS=Homo sapiens GN=ANXA2 PE=1 SV=1 - [H0YN42_HUMAN] H0YN42 K2(Carbamyl) 47 3 605.6726

8 GLDkcYAGWLADGSLR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K4(Carbamyl); C5(Carbamidomethyl) 86 2 912.9404

8 VSkEkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K3(Carbamyl); K5(Carbamyl) 69 3 615.0137

8 EITnGkPFFKDINEcK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 N4(Deamidated); K6(Carbamyl); C15(Carbamidomethyl) 60 3 661.9908

8 VSKEkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K5(Carbamyl) 70 3 600.6797

8 GPGFATkEITnGKPFFK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 K7(Carbamyl); N11(Deamidated) 63 3 628.3293

8 GFpGADGVAGPkGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); K12(Carbamyl) 64 2 849.915

8 GPAGPNGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); K12(Carbamyl) 62 2 860.4255

8 GPAGPnGIpGEkGpAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N6(Deamidated); P9(Oxidation); K12(Carbamyl); P14(Oxidation) 47 2 868.9152

8 GLLGpkGPpGIpGPpGVR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN]|Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2_HUMAN]H0YIS1;P13942P5(Oxidation); K6(Carbamyl); P9(Oxidation); P12(Oxidation); P15(Oxidation) 53 2 886.9888

8 GFpGQDGLAGPkGApGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); K12(Carbamyl); P15(Oxidation) 67 2 893.4305

8 GFpGQDGLAGpkGApGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P11(Oxidation); K12(Carbamyl); P15(Oxidation) 72 2 901.4276

8 GQTGEpGIAGFkGEQGPK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); K12(Carbamyl) 48 2 908.9462

8 TGPVGPAGPAGkpGPDGLR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN]|Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2_HUMAN]H0YIS1;P13942K12(Carbamyl); P13(Oxidation) 59 2 880.4619

8 GLpGPQGPTGPSGPpGVGkR Collagen alpha-1(X) chain OS=Homo sapiens GN=COL10A1 PE=1 SV=2 - [COAA1_HUMAN] Q03692 P3(Oxidation); P15(Oxidation); K19(Carbamyl) 61 3 629.9937

8 GQpGVMGFpGpkGANGEpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P9(Oxidation); P11(Oxidation); K12(Carbamyl); P18(Oxidation) 48 2 994.9615

8 GpPGPpGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P6(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 52 3 641.3001

8 LDGNEIkRSAMPADAPLcLR Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD_HUMAN] Q06828 K7(Carbamyl); C18(Carbamidomethyl) 50 3 757.3867

8 GAnGEPGkAGEKGLPGApGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 N3(Deamidated); K8(Carbamyl); P18(Oxidation) 51 3 665.0092

8 GANGEpGkAGEKGLpGApGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); K8(Carbamyl); P15(Oxidation); P18(Oxidation) 58 3 675.3452

8 kSAAFQIQSFDIVcSPVWTSR Collagen alpha-1(XII) chain OS=Homo sapiens GN=COL12A1 PE=1 SV=1 - [D6RGG3_HUMAN] D6RGG3 K1(Carbamyl); C14(Carbamidomethyl) 69 3 824.0799

8 GDRGDAGPkGADGSpGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl); P15(Oxidation) 63 3 676.6552

8 GDRGDVGEkGPEGAPGKDGGR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K9(Carbamyl) 54 4 514.2478

8 GDRGDVGEkGPEGApGKDGGR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K9(Carbamyl); P15(Oxidation) 55 3 690.6605

8 LYISkNHLVEIPPNLPSSLVELR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K5(Carbamyl) 53 3 892.1702

8 LTTGkEAALSYGFYGcHcGVGGR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K5(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 101 3 835.3898

8 GQAGVmGFpGpkGAAGEpGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 M6(Oxidation); P9(Oxidation); P11(Oxidation); K12(Carbamyl); P18(Oxidation) 49 3 778.3723

8 GApGnRGFpGQDGLAGPkGApGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); N5(Deamidated); P9(Oxidation); K18(Carbamyl); P21(Oxidation) 51 3 785.7081

8 SVPkEISPDTTLLDLQNNDISELR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K4(Carbamyl) 94 3 914.1401

8 VFLkGGSDSDASLVITDLTLEDYGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RBS1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RBS1;D6RFI7K4(Carbamyl) 97 3 905.4584

8 SVPkEISPDTTLLDLQNNDISELRK Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K4(Carbamyl) 56 3 956.8317

8 DLPETLNELHLDHNkIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K15(Carbamyl) 68 4 781.9138

8 DLPETLNELHLDHNkIqAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K15(Carbamyl); Q17(Deamidated) 60 4 782.1596

8 GEAGApGVkGESGSpGENGSpGPMGPR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); K9(Carbamyl); P15(Oxidation); P21(Oxidation) 55 3 843.0352

8 VNSAYQDkVSLPNYPAIPSDATLEVQSLR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K8(Carbamyl) 55 3 1073.557

8 GGLGSPGpkGDKGEpGGpGADGVPGKDGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P8(Oxidation); K9(Carbamyl); P15(Oxidation); P18(Oxidation) 62 4 691.0834

8 GGLGSpGpKGDkGEpGGpGADGVPGKDGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); K12(Carbamyl); P15(Oxidation); P18(Oxidation) 57 4 695.0834

8 NMNcIEMGGNPLENSGFEPGAFDGLkLNYLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 C4(Carbamidomethyl); K26(Carbamyl) 54 3 1167.543

8 VRVnSAYQDkVSLpNYPAIPSDATLEVQSLR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112N4(Deamidated); K10(Carbamyl); P14(Oxidation) 60 4 873.4558

8 GSpGEAGRpGEAGLpGAkGLTGSpGSpGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)53 3 980.133

8 LTGIPKDLPETLNELHLDHNkIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K21(Carbamyl) 58 5 747.6091

8 LTGIPKDLpETLNELHLDHNkIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 P9(Oxidation); K21(Carbamyl) 52 5 750.8107

8 GLTGPIGPPGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl) 60 3 971.481

8 GLTGPIGPPGpAGANGEkGEVGpPGPAGSAGAR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P11(Oxidation); K18(Carbamyl); P23(Oxidation) 58 3 975.8173

8 GLTGPIGPPGpAGAnGEkGEVGpPGPAGSAGAR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P11(Oxidation); N15(Deamidated); K18(Carbamyl); P23(Oxidation) 57 3 976.152

8 GPTGPIGPPGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation) 52 3 998.4968

8 GETGFQGkTGpPGpGGVVGPQGPTGETGPIGER Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1_HUMAN] P12107 K8(Carbamyl); P11(Oxidation); P14(Oxidation) 54 3 1050.843

8 GEVGFQGkTGpPGPpGVVGPQGAAGETGPmGER Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN]|Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2_HUMAN]H0YIS1;P13942K8(Carbamyl); P11(Oxidation); P15(Oxidation); M30(Oxidation) 55 3 1056.168

8 VVQcSDLGLkSVPKEISPDTTLLDLQNNDISELR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 C4(Carbamidomethyl); K10(Carbamyl) 81 4 960.7485

8 YWcnDGkTPGAVnAcHLScSALLQDNIADAVAcAK Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 - [LYSC_HUMAN] P61626 C3(Carbamidomethyl); N4(Deamidated); K7(Carbamyl); N13(Deamidated); C15(Carbamidomethyl); C19(Carbamidomethyl); C33(Carbamidomethyl)59 4 974.6923

8 GGAGpPGPEGGkGAAGPPGppGAAGTpGLQGMpGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P5(Oxidation); K12(Carbamyl); P20(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)79 3 1062.162

8 GLpGTpGTDGpkGASGpAGpPGAQGPpGLQGMpGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P6(Oxidation); P11(Oxidation); K12(Carbamyl); P17(Oxidation); P20(Oxidation); P27(Oxidation); P33(Oxidation)57 3 1125.865

8 cFDHAAGTSYVVGETWEkPYQGWMmVDcTcLGEGSGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C1(Carbamidomethyl); K18(Carbamyl); M25(Oxidation); C28(Carbamidomethyl); C30(Carbamidomethyl)58 5 860.9717

8 ISEAkLTGIPkDLpETLNELHLDHnKIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K5(Carbamyl); K11(Carbamyl); P14(Oxidation); N25(Deamidated) 59 5 865.2637

8 cLcYDGFmASEDMkTcVDVnEcDLNPNIcLSGTcENTK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); M8(Oxidation); K14(Carbamyl); C16(Carbamidomethyl); N20(Deamidated); C22(Carbamidomethyl); C29(Carbamidomethyl); C34(Carbamidomethyl)45 4 1145.969

8 cLcYDGFmASEDmkTcVDVNEcDLNPNIcLSGTcENTK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); M8(Oxidation); M13(Oxidation); K14(Carbamyl); C16(Carbamidomethyl); C22(Carbamidomethyl); C29(Carbamidomethyl); C34(Carbamidomethyl)41 4 1149.718

8 TGEVGAVGppGFAGEkGpSGEAGTAGpPGTPGpQGLLGApGILGLpGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P9(Oxidation); P10(Oxidation); K16(Carbamyl); P18(Oxidation); P27(Oxidation); P33(Oxidation); P40(Oxidation); P46(Oxidation)53 4 1126.315

8 AGLPGSDGAPGPPGTSLMLPFrFGSGGGDkGPVVAAqEAQAQAILQQAR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN]|Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2_HUMAN]H0YIS1;P13942R22(Arg->); K30(Carbamyl); Q37(Deamidated) 65 4 1194.594

8 AGLPGSDGAPGpPGTSLMLPFRFGSGGGDkGPVVAAQEAQAQAILQQAR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN]|Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2_HUMAN]H0YIS1;P13942P12(Oxidation); K30(Carbamyl) 56 4 1198.098

8 AGLPGSDGAPGPpGTSLMLPFRFGSGGGDkGPVVAAqEAQAQAILQQAR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN]|Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=1 SV=5 - [COBA2_HUMAN]H0YIS1;P13942P13(Oxidation); K30(Carbamyl); Q37(Deamidated) 57 4 1198.351

9 LLQkDAR Polymerase delta-interacting protein 3 OS=Homo sapiens GN=POLDIP3 PE=1 SV=2 - [PDIP3_HUMAN] Q9BY77 K4(Carbamyl) 36 2 443.7625

9 LFpAkkLK Disintegrin and metalloproteinase domain-containing protein 12 (Fragment) OS=Homo sapiens GN=ADAM12 PE=4 SV=1 - [Q5JRP2_HUMAN] O43184 P3(Oxidation); K5(Carbamyl); K6(Carbamyl) 29 2 523.8221

9 ERQkLLEK Structural maintenance of chromosomes protein 3 OS=Homo sapiens GN=SMC3 PE=1 SV=2 - [SMC3_HUMAN] Q9UQE7 K4(Carbamyl) 38 2 543.8142

9 LQARkALSK Nucleoporin NUP53 (Homo sapiens) GN=NUP53 Q8NFH5 K5(Carbamyl) 33 2 529.3231

9 xRkGpAPAGR Autophagy-related protein 16-2 (Homo sapiens) GN=H0YFG0 H0YFG0 X1(P); X1(Oxidation); K3(Carbamyl); P5(Oxidation) 31 3 361.2002

9 kQTALVELVK Autophagy-related protein 16-2 (Homo sapiens) P02768 K1(Carbamyl) 32 2 586.3584

9 kQRELEEQTR Radixin (Fragment) OS=Homo sapiens GN=RDX PE=1 SV=1 - [H0YE16_HUMAN] P35241 K1(Carbamyl) 41 3 453.8999

9 qLVkQEELKR MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - [MICLK_HUMAN] Q6ZW33 Q1(Deamidated); K4(Carbamyl) 39 3 438.9174

9 IAEAkLTSVPK Asporin OS=Homo sapiens GN=ASPN PE=1 SV=2 - [ASPN_HUMAN] Q9BXN1 K5(Carbamyl) 44 2 600.3543

9 krTAIPIpAKp Poly [ADP-ribose] polymerase (Homo sapiens) GN=Q49AI7 Q49AI7 K1(Carbamyl); R2(Arg->); P8(Oxidation); P11(Oxidation) 30 3 423.2469

9 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 56 2 640.3318

9 ILQkKQAqIVK Gamma-taxilin (Homo sapiens) GN=TXLNG Q9NUQ3 K4(Carbamyl); Q8(Deamidated) 28 2 670.9131

9 NGDkGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K4(Carbamyl) 43 3 422.8809

9 nGDkGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8N1(Deamidated); K4(Carbamyl) 48 3 423.2086

9 kATGPPVSELITK Histone H1.5 OS=Homo sapiens GN=HIST1H1B PE=1 SV=3 - [H15_HUMAN] P16401 K1(Carbamyl) 40 2 692.3968

9 DpEkRpTAAELLR Serine/threonine-protein kinase OSR1 OS=Homo sapiens GN=OXSR1 PE=1 SV=1 - [OXSR1_HUMAN] O95747 P2(Oxidation); K4(Carbamyl); P6(Oxidation) 36 3 524.2802

9 kPLTYqTkqLIAR Chromosome transmission fidelity protein 18 homolog OS=Homo sapiens GN=CHTF18 PE=1 SV=2 - [E7EXA6_HUMAN] Q8WVB6 K1(Carbamyl); Q6(Deamidated); K8(Carbamyl); Q9(Deamidated) 36 4 412.7322

9 GPAGPSGPAGkDGR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K11(Carbamyl) 70 2 633.8144

9 kQERAAAAAAAAAK Paired mesoderm homeobox protein 2B OS=Homo sapiens GN=PHOX2B PE=1 SV=2 - [PHX2B_HUMAN] Q99453 K1(Carbamyl) 45 3 457.5855

9 SkPPPKPVKPGQVK Osteoclast-stimulating factor 1 OS=Homo sapiens GN=OSTF1 PE=1 SV=2 - [OSTF1_HUMAN] Q92882 K2(Carbamyl) 27 4 383.236



9 KTEqITknIqELLR ARF GTPase-activating protein GIT2 OS=Homo sapiens GN=GIT2 PE=1 SV=1 - [F8WAK2_HUMAN] F8WAK2 Q4(Deamidated); K7(Carbamyl); N8(Deamidated); Q10(Deamidated) 46 3 587.3142

9 KSNLWkqLqnLQKR  Coiled-coil domain-containing protein 90B, mitochondrial (Homo sapiens) GN=E9PKQ5 E9PKQ5 K6(Carbamyl); Q7(Deamidated); Q9(Deamidated); N10(Deamidated) 43 4 458.2554

9 RrkSNPKPLVLSEAR Ubiquitinyl hydrolase 1 OS=Homo sapiens GN=USP49 PE=4 SV=1 - [Q5T3E1_HUMAN] Q5T3E1 R2(Arg->); K3(Carbamyl) 29 3 599.0197

9 SDkPDMAEIEKFDKSK Thymosin beta-4 OS=Homo sapiens GN=TMSB4X PE=1 SV=2 - [TYB4_HUMAN] P62328 K3(Carbamyl) 51 4 478.4874

9 sDkpGMAEIEKFDKSK Thymosin beta-4, Y-chromosomal OS=Homo sapiens GN=TMSB4Y PE=2 SV=3 - [TYB4Y_HUMAN] O14604 N-Term(Acetyl); K3(Carbamyl); P4(Oxidation) 49 4 478.4874

9 MVLDAEkYkAEDEVQR Heat shock 70 kDa protein 1-like OS=Homo sapiens GN=HSPA1L PE=1 SV=2 - [HS71L_HUMAN] P34931 K7(Carbamyl); K9(Carbamyl) 49 4 503.2487

9 GkPGDMGppGPQGPPGK Collagen alpha-1(XIII) chain (Fragment) OS=Homo sapiens GN=COL13A1 PE=4 SV=1 - [H7BYT9_HUMAN] Q5TAT6 K2(Carbamyl); P8(Oxidation); P9(Oxidation) 49 3 550.262

9 RmHQLLqALHQkLAALR Ras-GEF domain-containing family member 1C (Homo sapiens) GN=RGF1C Q8N431 M2(Oxidation); Q7(Deamidated); K12(Carbamyl) 36 3 696.3898

9 GFpGADGVAGPkGPAGER Ras-GEF domain-containing family member 1C (Homo sapiens) P02452 P3(Oxidation); K12(Carbamyl) 58 2 849.9155

9 GDAGPkGADGSpGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K6(Carbamyl); P12(Oxidation) 41 3 567.2719

9 GPAGPNGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); K12(Carbamyl) 51 2 860.428

9 GPAGPNGIpGEkGpAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); K12(Carbamyl); P14(Oxidation) 38 2 868.4241

9 mERASLIQkAKLAEQAER 14-3-3 protein sigma OS=Homo sapiens GN=SFN PE=1 SV=1 - [1433S_HUMAN] P31947 N-Term(Carba); K9(Carbamyl) 51 4 540.2944

9 mEkTELIqKAKLAEQAER 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 - [1433T_HUMAN] P27348 M1(Oxidation); N-Term(Acetyl); K3(Carbamyl); Q8(Deamidated) 47 4 555.2951

9 mEkTELIQKAKLAEQAER 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 - [1433T_HUMAN] P27348 N-Term(Carba); M1(Oxidation); K3(Carbamyl) 47 4 555.2951

9 GAPGPqGPRGDkGETGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 Q6(Deamidated); K12(Carbamyl) 45 4 453.2169

9 TMDkSELVQKAKLAEQAER 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=3 - [1433B_HUMAN] P31946 K4(Carbamyl) 50 4 555.2951

9 AQYESIAAkNLQEAEEWYK Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI_HUMAN] P41219 K9(Carbamyl) 57 3 772.0387

9 LTEkcLNNVIESPGLNVMR Band 4.1-like protein 5 OS=Homo sapiens GN=EPB41L5 PE=1 SV=3 - [E41L5_HUMAN] Q9HCM4 K4(Carbamyl); C5(Carbamidomethyl) 48 4 558.2914

9 GQAGVMGFpGPkGAAGEpGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); K12(Carbamyl); P18(Oxidation) 52 2 944.4572

9 GpPGPpGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P6(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 54 3 641.3027

9 GPTGDPGkNGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K8(Carbamyl) 76 4 494.749

9 GPTGDPGknGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K8(Carbamyl); N9(Deamidated) 44 4 494.9954

9 GPTGDpGkNGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P6(Oxidation); K8(Carbamyl) 45 3 664.6618

9 GPTGDpGknGDKGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P6(Oxidation); K8(Carbamyl); N9(Deamidated) 39 4 498.9943

9 GEPGpVGVQGPpGPAGEEGkR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); P12(Oxidation); K20(Carbamyl) 49 3 683.001

9 GpAGPQGPRGDkGETGEQGDR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P2(Oxidation); K12(Carbamyl) 40 4 531.9993

9 LGLGNNkITDIEnGSLANIPR Asporin OS=Homo sapiens GN=ASPN PE=1 SV=2 - [ASPN_HUMAN] Q9BXN1 K7(Carbamyl); N13(Deamidated) 65 3 751.7365

9 AQYESIAAkNLQEAEEWYKSK Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI_HUMAN] P41219 K9(Carbamyl) 61 4 633.0665

9 GDRGDAGPkGADGSPGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl) 62 3 671.3256

9 GDRGDAGPkGADGSpGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl); P15(Oxidation) 65 3 676.6566

9 GDRGDAGpkGADGSpGKDGVR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K9(Carbamyl); P15(Oxidation) 45 4 511.7424

9 GPAGPQGPrGDkGETGEQGDR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 R9(Arg->); K12(Carbamyl) 42 4 528.2443

9 GGpGSRGFpGADGVAGPkGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); K18(Carbamyl) 44 3 742.695

9 GQAGVMGFpGPkGAAGEpGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); K12(Carbamyl); P18(Oxidation) 50 2 1151.059

9 GQAGVMGFpGpkGAAGEpGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); P11(Oxidation); K12(Carbamyl); P18(Oxidation) 51 2 1159.059

9 GApGFRGPAGPNGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P3(Oxidation); P15(Oxidation); K18(Carbamyl) 42 2 1161.074

9 AkYGEHEASPDNGQNEFSDIIKSR Utrophin OS=Homo sapiens GN=UTRN PE=1 SV=2 - [UTRO_HUMAN] P46939 K2(Carbamyl) 45 4 684.5706

9 GPAGPpGkAGEDGHpGKpGRPGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P6(Oxidation); K8(Carbamyl); P15(Oxidation); P18(Oxidation) 41 4 593.0427

9 ADVVVSGPkVDIEAPDVSLEGPEGK Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 - [AHNK_HUMAN] Q09666 K9(Carbamyl) 48 3 850.7616

9 ADVDISGpkVGVEVPDVNIEGPEGK Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 - [AHNK_HUMAN] Q09666 P8(Oxidation); K9(Carbamyl) 52 3 860.4387

9 GSpGPAGPkGSpGEAGRpGEAGLpGAK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); K9(Carbamyl); P12(Oxidation); P18(Oxidation); P24(Oxidation) 44 2 1232.097

9 GpPGSAGAPGkDGLNGLPGPIGppGpR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P2(Oxidation); K11(Carbamyl); P23(Oxidation); P24(Oxidation); P26(Oxidation) 42 3 833.0883

9 GDAGPAGpkGEpGSpGENGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K9(Carbamyl); P12(Oxidation); P15(Oxidation); P21(Oxidation) 40 2 1276.558

9 GDAGPAGpkGEpGSpGEnGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); K9(Carbamyl); P12(Oxidation); P15(Oxidation); N18(Deamidated); P21(Oxidation)45 2 1277.058

9 SGDAAIVDmVpGkPMcVESFSDYPPLGR Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 - [EF1A1_HUMAN] P68104 M9(Oxidation); P11(Oxidation); K13(Carbamyl); C16(Carbamidomethyl) 47 4 768.36

9 GGLGSpGpkGDKGEPGGPGADGVPGKDGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); K9(Carbamyl) 48 4 687.0842

9 cEcpVGFFYNDkLLVcEDIDEcQnGPVcQR Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); P4(Oxidation); K12(Carbamyl); C16(Carbamidomethyl); C22(Carbamidomethyl); N24(Deamidated); C28(Carbamidomethyl)40 3 1261.204

9 NGEKGETGApGLkGENGLpGENGApGPMGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P10(Oxidation); K13(Carbamyl); P19(Oxidation); P25(Oxidation) 44 3 1012.805

9 nGEkGETGApGLKGENGLpGENGApGPMGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N1(Deamidated); K4(Carbamyl); P10(Oxidation); P19(Oxidation); P25(Oxidation) 49 3 1013.137

9 nGEkGETGApGLkGENGLpGENGApGPmGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N1(Deamidated); K4(Carbamyl); P10(Oxidation); K13(Carbamyl); P19(Oxidation); P25(Oxidation); M28(Oxidation)41 5 620.0875

9 GSpGEAGRpGEAGLpGAkGLTGSpGSPGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation) 52 3 974.8022

9 GSpGEAGRpGEAGLpGAkGLTGSpGSpGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)55 3 980.1334

9 AQKGQLSDDEkFLFVDKNFINSPVAQADWAAK Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11_HUMAN] P35749 K11(Carbamyl) 51 4 906.7133

9 GLTGPIGPpGPAGAPGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); K18(Carbamyl) 70 4 724.8618

9 GLTGPIGPPGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl) 43 3 971.4778

9 GLTGPIGppGpAGAPGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); P9(Oxidation); P11(Oxidation); K18(Carbamyl) 48 3 976.8104

9 GPSGPQGPGGPPGpkGNSGEpGApGSKGDTGAK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P14(Oxidation); K15(Carbamyl); P21(Oxidation); P24(Oxidation) 54 3 982.4603

9 GPTGPIGPPGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation) 66 3 998.5012

9 GPTGPIGPPGpAGqpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); Q14(Deamidated); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)59 3 998.8298

9 GPTGPIGPpGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P9(Oxidation); P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)46 3 1003.832

9 GSpGERGETGpPGPAGFpGApGQNGEpGGkGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P3(Oxidation); P11(Oxidation); P18(Oxidation); P21(Oxidation); P27(Oxidation); K30(Carbamyl)46 3 1061.147

9 GETGFQGkTGPpGpPGVVGPQGPTGETGPMGER Collagen alpha-1(V) chain OS=Homo sapiens GN=COL5A1 PE=4 SV=1 - [A0A087WXW9_HUMAN] A0A087WXW9K8(Carbamyl); P12(Oxidation); P14(Oxidation) 54 3 1070.174

9 GETGFQGkTGppGpPGVVGPQGPTGETGPmGER Collagen alpha-1(V) chain OS=Homo sapiens GN=COL5A1 PE=4 SV=1 - [A0A087WXW9_HUMAN] A0A087WXW9K8(Carbamyl); P11(Oxidation); P12(Oxidation); P14(Oxidation); M30(Oxidation) 43 4 810.8832

9 GAkGpKGENGVVGPTGPVGAAGPAGPNGPPGpAGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K3(Carbamyl); P5(Oxidation); P32(Oxidation) 62 3 1055.537

9 GpSGPPGPDGnkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); N11(Deamidated); K12(Carbamyl); P33(Oxidation) 71 3 1081.187

9 GpSGpPGPDGNkGEPGVVGAVGTAGPSGPSGLpGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); K12(Carbamyl); P33(Oxidation) 48 3 1086.187

9 GpSGppGpDGNkGEPGVVGAVGTAGPSGPSGLPGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P2(Oxidation); P5(Oxidation); P6(Oxidation); P8(Oxidation); K12(Carbamyl) 62 3 1091.525

9 GFSGLDGAkGDAGPAGPKGEpGSpGENGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 K9(Carbamyl); P21(Oxidation); P24(Oxidation); P30(Oxidation) 41 4 842.8881

9 GFSGLDGAKGDAGPAGpkGEpGSpGENGApGQMGPR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P17(Oxidation); K18(Carbamyl); P21(Oxidation); P24(Oxidation); P30(Oxidation) 41 3 1128.849

9 LTEmETLQSQLMAEkLQLQEQLQAETELcAEAEELR Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4 - [MYH9_HUMAN] P35579 M4(Oxidation); K15(Carbamyl); C29(Carbamidomethyl) 67 4 1074.03

9 GLpGLkGHnGLQGLpGIAGHHGDQGApGSVGPAGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P3(Oxidation); K6(Carbamyl); N9(Deamidated); P15(Oxidation); P27(Oxidation) 45 4 857.1846

9 GLpGLkGHnGLqGLpGIAGHHGDQGApGSVGPAGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P3(Oxidation); K6(Carbamyl); N9(Deamidated); Q12(Deamidated); P15(Oxidation); P27(Oxidation)47 4 857.4305

9 GLFDEEmNEILTDPSDDTkGFFDPNTEEnLTYLQLmER Plectin OS=Homo sapiens GN=PLEC PE=1 SV=3 - [PLEC_HUMAN] Q15149 M7(Oxidation); K19(Carbamyl); N29(Deamidated); M36(Oxidation) 47 4 1136.516

9 cLcYDGFMASEDmkTcVDVNEcDLNPNIcLSGTcENTK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); M13(Oxidation); K14(Carbamyl); C16(Carbamidomethyl); C22(Carbamidomethyl); C29(Carbamidomethyl); C34(Carbamidomethyl)37 4 1145.722

9 cLcYDGFmASEDmkTcVDVNEcDLNPNIcLSGTcENTK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); M8(Oxidation); M13(Oxidation); K14(Carbamyl); C16(Carbamidomethyl); C22(Carbamidomethyl); C29(Carbamidomethyl); C34(Carbamidomethyl)33 4 1149.714

9 cLcYDGFmASEDmkTcVDVnEcDLNPNIcLSGTcENTK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 C1(Carbamidomethyl); C3(Carbamidomethyl); M8(Oxidation); M13(Oxidation); K14(Carbamyl); C16(Carbamidomethyl); N20(Deamidated); C22(Carbamidomethyl); C29(Carbamidomethyl); C34(Carbamidomethyl)41 4 1149.968

9 LcYVALDFEQEMATAASSSSLEkSYELPDGQVITIGNER Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN]|Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN]|POTE ankyrin domain family member E OS=Homo sapiens GN=POTEE PE=1 SV=3 - [POTEE_HUMAN]P60709;P63261C2(Carbamidomethyl); K23(Carbamyl) 46 4 1092.023

9 RVrmrPVSQAqkDELILEGnDIELVSNSAALIQQATTVK 60S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=4 - [D6RAN4_HUMAN] D6RAN4 R3(Arg->); M4(Oxidation); R5(Arg->); Q11(Deamidated); K12(Carbamyl); N20(Deamidated)62 4 1096.821

9 TVLcGTcGQpADkASASGSGAQVGGPISSGSSASSVTVTR Prelamin-A/C OS=Homo sapiens GN=LMNA PE=1 SV=1 - [LMNA_HUMAN] P02545 C4(Carbamidomethyl); C7(Carbamidomethyl); P10(Oxidation); K13(Carbamyl) 63 4 953.707

9 GSDGqpGppGpPGTAGFPGSPGAkGEVGPAGSpGSNGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 Q5(Deamidated); P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); K24(Carbamyl); P33(Oxidation); P39(Oxidation)45 4 952.1794

9 GSDGqpGppGppGTAGFPGSPGAkGEVGPAGSpGSNGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 Q5(Deamidated); P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); K24(Carbamyl); P33(Oxidation); P39(Oxidation)53 4 956.1804

9 GFpGLpGPSGEPGkQGPSGASGErGPPGPmGPPGLAGPPGESGR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P6(Oxidation); K14(Carbamyl); R24(Arg->); M30(Oxidation) 48 4 1020.993

9 GEpGpPGPAGAAGPAGNpGADGQpGAkGANGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P5(Oxidation); P18(Oxidation); P24(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)45 3 1309.276

9 GEVGLPGLSGPVGppGNpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)72 3 1335.694

9 GEVGLPGLSGPVGppGNpGAnGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P14(Oxidation); P15(Oxidation); P18(Oxidation); N21(Deamidated); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)51 4 1002.267

9 GEVGLPGLSGpVGppGNpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)54 3 1341.023

9 GEVGLPGLSGpVGppGnpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); N17(Deamidated); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)58 3 1341.355

9 TGEVGAVGppGFAGEkGpSGEAGTAGPPGTPGpQGLLGApGILGLpGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P9(Oxidation); P10(Oxidation); K16(Carbamyl); P18(Oxidation); P33(Oxidation); P40(Oxidation); P46(Oxidation)46 4 1122.32

9 TGEVGAVGppGFAGEkGpSGEAGTAGpPGTPGpQGLLGApGILGLpGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P9(Oxidation); P10(Oxidation); K16(Carbamyl); P18(Oxidation); P27(Oxidation); P33(Oxidation); P40(Oxidation); P46(Oxidation)52 4 1126.318

9 GErGYPGnIGpVGAAGApGpHGpVGpAGkHGNRGETGPSGPVGPAGAVGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8R3(Arg->); N8(Deamidated); P11(Oxidation); P18(Oxidation); P20(Oxidation); P23(Oxidation); P26(Oxidation); K29(Carbamyl)55 4 1182.568

9 GSEGPQGVRGEPGPPGPAGAAGpAGNpGADGQpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P23(Oxidation); P27(Oxidation); P33(Oxidation); K36(Carbamyl); N39(Deamidated); P42(Oxidation); P48(Oxidation); P51(Oxidation)49 4 1195.319

9 GSEGpQGVrGEpGPPGPAGAAGPAGNpGADGQpGAkGAnGApGIAGApGFpGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); R9(Arg->); P12(Oxidation); P27(Oxidation); P33(Oxidation); K36(Carbamyl); N39(Deamidated); P42(Oxidation); P48(Oxidation); P51(Oxidation)43 4 1199.565

10 kAQLqInIK DNA polymerase kappa OS=Homo sapiens GN=POLK PE=4 SV=1 - [D6RAI7_HUMAN] D6RAI7 K1(Carbamyl); Q5(Deamidated); N7(Deamidated) 42 2 550.819

10 xIqqIRMEk Bromodomain adjacent to zinc finger domain protein 2B (Fragment) OS=Homo sapiens GN=BAZ2B PE=4 SV=1 - [H7BXK5_HUMAN] Q9UIF8 X1(Y); Q3(Deamidated); Q4(Deamidated); K9(Carbamyl) 40 2 627.3141

10 LLPAELPAkR DNA-dependent protein kinase catalytic subunit OS=Homo sapiens GN=PRKDC PE=1 SV=3 - [PRKDC_HUMAN] P78527 K9(Carbamyl) 37 3 384.236

10 LkGLVSIkDK COBW domain-containing protein 1 (Homo sapiens) GN=CBWD1 Q9BRT8 K2(Carbamyl); K8(Carbamyl) 35 2 593.8559

10 qLVkQEELKR MICAL C-terminal-like protein OS=Homo sapiens GN=MICALCL PE=2 SV=3 - [MICLK_HUMAN] Q6ZW33 Q1(Deamidated); K4(Carbamyl) 45 3 438.9171



10 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 55 2 640.3304

10 LAELEGALQkAK Keratin, type II cuticular Hb1 OS=Homo sapiens GN=KRT81 PE=3 SV=1 - [A0A087X106_HUMAN] A0A087X106 K10(Carbamyl) 50 2 657.3757

10 xQDLDGGKEHER RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [H0YA47_HUMAN] Q96T51 N-Term(Carba); X1(K); X1(Carbamyl) 52 3 499.9027

10 xqDLDGGKEHER RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [H0YA47_HUMAN] Q96T51 X1(K); N-Term(Acetyl); X1(Carbamyl); Q2(Deamidated) 47 3 499.9027

10 AGEkGLPGAPGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K4(Carbamyl) 38 2 633.3532

10 NGDkGHAGLAGAR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K4(Carbamyl) 43 2 633.8179

10 GPAGPSGPAGkDGR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K11(Carbamyl) 54 2 633.8146

10 xGLGGGDSGDGTAR RUN and FYVE domain-containing protein 1 (Fragment) OS=Homo sapiens GN=RUFY1 PE=1 SV=1 - [J3KPP6_HUMAN] Q96T51 N-Term(Acetyl); X1(K); X1(Carbamyl) 56 2 666.8123

10 kVPQVSTPTLVEVSR Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 45 2 841.9761

10 VVpSLkLqDLIEEIR AP-1 complex subunit gamma-like 2 OS=Homo sapiens GN=AP1G2 PE=4 SV=1 - [G3V2V9_HUMAN] G3V2V9 P3(Oxidation); K6(Carbamyl); Q8(Deamidated) 40 3 604.6713

10 MkGLIDEVNQDFTNR Fibrinogen alpha chain OS=Homo sapiens GN=FGA PE=1 SV=2 - [FIBA_HUMAN] P02671 K2(Carbamyl) 51 2 911.9324

10 GFpGADGVAGPkGPAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); K12(Carbamyl) 62 2 849.9148

10 GFpGQDGLAGPkGApGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); K12(Carbamyl); P15(Oxidation) 52 2 893.4324

10 GpPGPPGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 42 3 635.9697

10 GpPGPpGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P6(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 46 3 641.3018

10 GDRGDVGEkGPEGAPGKDGGR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K9(Carbamyl) 50 4 514.2474

10 HqGVMVGMGqkDSYVGDEAQSK Actin, alpha cardiac muscle 1 OS=Homo sapiens GN=ACTC1 PE=1 SV=1 - [ACTC_HUMAN]|Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN]|Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN]P68032;P60709;P63261Q2(Deamidated); Q10(Deamidated); K11(Carbamyl) 48 3 799.3484

10 QAVDQIkSQEQLAAELAEYTAK Ezrin OS=Homo sapiens GN=EZR PE=1 SV=3 - [E7EQR4_HUMAN] E7EQR4 K7(Carbamyl) 49 3 826.4159

10 GQAGVMGFpGpkGAAGEpGKAGER Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P9(Oxidation); P11(Oxidation); K12(Carbamyl); P18(Oxidation) 47 3 773.0396

10 GSpGEAGRpGEAGLpGAkGLTGSpGSpGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)51 3 980.1334

10 GLTGPIGPPGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl) 73 3 971.4767

10 GLTGPIGppGpAGAPGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P8(Oxidation); P9(Oxidation); P11(Oxidation); K18(Carbamyl) 58 3 976.8108

10 GSpGERGEVGPAGPNGFAGPAGAAGQpGAkGER Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P3(Oxidation); P27(Oxidation); K30(Carbamyl) 55 3 1012.483

10 WcGTTQNYDADQkFGFcpMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C2(Carbamidomethyl); K13(Carbamyl); C17(Carbamidomethyl); P18(Oxidation); C26(Carbamidomethyl)65 5 850.1619

10 GAkGpKGENGVVGpTGPVGAAGPAGPNGPPGpAGSR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K3(Carbamyl); P5(Oxidation); P14(Oxidation); P32(Oxidation) 47 4 795.9077

10 FFTSHNGMQFSTWDNDNDkFEGNcAEQDGSGWWmNK Fibrinogen gamma chain OS=Homo sapiens GN=FGG PE=1 SV=3 - [FIBG_HUMAN]|Fibrinogen gamma chain OS=Homo sapiens GN=FGG PE=1 SV=1 - [C9JC84_HUMAN] C9JC84 K19(Carbamyl); C24(Carbamidomethyl); M34(Oxidation) 36 5 870.1551

10 cFDHAAGTSYVVGETWEkpYQGWMMVDcTcLGEGSGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C1(Carbamidomethyl); K18(Carbamyl); P19(Oxidation); C28(Carbamidomethyl); C30(Carbamidomethyl)47 4 1075.956

10 cFDHAAGTSYVVGETWEkpYqGWMMVDcTcLGEGSGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C1(Carbamidomethyl); K18(Carbamyl); P19(Oxidation); Q21(Deamidated); C28(Carbamidomethyl); C30(Carbamidomethyl)64 4 1076.21

10 GEVGLPGLSGpVGppGNpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)51 3 1341.016

10 GEVGLPGLSGpVGppGnpGAnGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); N17(Deamidated); P18(Oxidation); N21(Deamidated); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)63 3 1341.686

11 KGkKAPAGK Epidermal growth factor receptor kinase substrate 8-like protein 2 (Fragment) OS=Homo sapiens GN=EPS8L2 PE=4 SV=1 - [H0YF37_HUMAN] H0YF37 K3(Carbamyl) 36 2 464.2891

11 VADkIqLIK Phosphoglycerate kinase 2 OS=Homo sapiens GN=PGK2 PE=1 SV=3 - [PGK2_HUMAN] P07205 K4(Carbamyl); Q6(Deamidated) 39 2 536.3218

11 SHLLVkpVK Putative PIN1-like protein (Homo sapiens) GN=PINL O15428 K6(Carbamyl); P7(Oxidation) 33 2 540.3322

11 LDLLLEkTK CDK5 regulatory subunit-associated protein 3 (Homo sapiens) GN=CK5P3 Q96JB5 K7(Carbamyl) 36 3 372.5603

11 KIkNDLnLK Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP_HUMAN] P15924 K3(Carbamyl); N7(Deamidated) 59 2 565.3312

11 kQTALVELVK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 58 2 586.3566

11 xTQkLEEALK Cilia- and flagella-associated protein 52 (Homo sapiens) GN=CFA52 Q8N1V2 N-Term(Acetyl); X1(Q); K4(Carbamyl) 43 2 636.8417

11 KVTVGkDDIQK Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11_HUMAN] P35749 K6(Carbamyl) 42 2 637.3558

11 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 44 2 640.3306

11 SImLAkkIIIK Hippocampus abundant transcript 1 protein OS=Homo sapiens GN=HIAT1 PE=2 SV=2 - [HIAT1_HUMAN] Q96MC6 M3(Oxidation); K6(Carbamyl); K7(Carbamyl) 26 3 453.9542

11 MkYWGVASFLQK Retinol binding protein 4, plasma, isoform CRA_b OS=Homo sapiens GN=RBP4 PE=1 SV=2 - [Q5VY30_HUMAN] Q5VY30 K2(Carbamyl) 45 3 500.9276

11 AkWEMPFDPQDTHQSR Alpha-1-antichymotrypsin OS=Homo sapiens GN=SERPINA3 PE=1 SV=2 - [AACT_HUMAN] P01011 K2(Carbamyl) 44 3 672.6399

11 VHLTPEEkSAVTALWGK Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2 - [HBB_HUMAN] P68871 K8(Carbamyl) 45 3 637.0143

11 nRSknqnSKcIGTDLNR Mast cell carboxypeptidase A (Homo sapiens) GN=CBPA3 P15088 N1(Deamidated); K4(Carbamyl); N5(Deamidated); Q6(Deamidated); N7(Deamidated); C10(Carbamidomethyl)44 4 513.7424

11 nrSknqnSKcIGTDLNR Mast cell carboxypeptidase A (Homo sapiens) GN=CBPA3 P15088 N1(Deamidated); R2(Arg->); K4(Carbamyl); N5(Deamidated); Q6(Deamidated); N7(Deamidated); C10(Carbamidomethyl)42 4 513.9887

11 nkIIAATIEnAQpILQIDNAR Keratin, type I cytoskeletal 16 OS=Homo sapiens GN=KRT16 PE=1 SV=4 - [K1C16_HUMAN] P08779 N1(Deamidated); K2(Carbamyl); N10(Deamidated); P13(Oxidation) 48 3 789.7594

11 HqGVMVGMGqkDSYVGDEAQSK Actin, alpha skeletal muscle OS=Homo sapiens GN=ACTA1 PE=3 SV=1 - [Q5T8M8_HUMAN]|Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN] Q5T8M8;P60709Q2(Deamidated); Q10(Deamidated); K11(Carbamyl) 44 3 799.3496

11 SMGGkEDLIWELLNQAQEHFGK Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 - [TRFE_HUMAN] P02787 K5(Carbamyl) 54 3 858.4238

11 SRTEAESWYqTkYEELQQTAGR Keratin, type II cytoskeletal 5 OS=Homo sapiens GN=KRT5 PE=1 SV=3 - [K2C5_HUMAN] P13647 Q10(Deamidated); K12(Carbamyl) 56 3 902.426

11 LLRDYQELmnTkLALDLEIATYR Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1_HUMAN] P04264 M9(Oxidation); N10(Deamidated); K12(Carbamyl) 72 3 948.168

11 QLREYqELmSVkLALDIEIATYR Keratin, type II cytoskeletal 7 OS=Homo sapiens GN=KRT7 PE=1 SV=5 - [K2C7_HUMAN] P08729 Q6(Deamidated); M9(Oxidation); K12(Carbamyl) 71 3 948.1694

11 FLEQqNQVLQTkWELLQQVDTSTR Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1_HUMAN] P04264 Q5(Deamidated); K12(Carbamyl) 61 3 992.8483

11 ITpGkPYILTVPGHLDEMQLDIQAR Complement C4-B OS=Homo sapiens GN=C4B PE=1 SV=2 - [CO4B_HUMAN]|Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=2 - [CO4A_HUMAN] P0C0L5;P0C0L4P3(Oxidation); K5(Carbamyl) 50 4 716.8868

11 RVAEGTQVLELPFkGDDITMVLILPKPEK Antithrombin-III OS=Homo sapiens GN=SERPINC1 PE=1 SV=1 - [ANT3_HUMAN] P01008 K14(Carbamyl) 42 5 656.7683

12 LSkEHLLK DTW domain-containing protein 2 OS=Homo sapiens GN=DTWD2 PE=1 SV=1 - [D6RBD8_HUMAN] D6RBD8 K3(Carbamyl) 38 2 505.803

12 KGkKAPAGK Epidermal growth factor receptor kinase substrate 8-like protein 2 (Fragment) OS=Homo sapiens GN=EPS8L2 PE=4 SV=1 - [H0YF37_HUMAN] H0YF37 K3(Carbamyl) 45 2 464.2889

12 kQTALVELVK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 66 2 586.3561

13 TSLkAATIK Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K4(Carbamyl) 45 2 488.2954

13 TAkEIALGR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K3(Carbamyl) 54 2 501.2917

13 LAkEIAIGR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN] Q8IUL8 K3(Carbamyl) 47 2 507.309

13 QTcMkFYAR Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN] P10909 C3(Carbamidomethyl); K5(Carbamyl) 49 2 624.2889

13 AATIkAEFVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K5(Carbamyl) 46 2 574.8257

13 GcGTkFLSYK Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 C2(Carbamidomethyl); K5(Carbamyl) 55 2 602.2957

13 YLAEVATGEkR 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] P61981 K10(Carbamyl) 56 2 640.3312

13 NLkYLPFVPSR Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD_HUMAN] Q06828 K3(Carbamyl) 52 2 688.8889

13 kYQYYSnKHcR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K1(Carbamyl); N7(Deamidated); C10(Carbamidomethyl) 49 3 530.9092

13 VkIVGPLEVNVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K2(Carbamyl) 52 2 683.4152

13 VkFAPIVLTMPK Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K2(Carbamyl) 57 2 693.9154

13 FLSYkFSNSGSR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K5(Carbamyl) 49 2 718.3528

13 FLSYkFSnSGSR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K5(Carbamyl); N8(Deamidated) 48 3 479.566

13 AVAEPGIQLkAVK Thrombospondin-4 OS=Homo sapiens GN=THBS4 PE=4 SV=1 - [E7ES19_HUMAN]|Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN]E7ES19;G3XAP6K10(Carbamyl) 51 2 683.907

13 TPkLLTQTDSDGR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K3(Carbamyl) 54 2 737.8759

13 EkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7K2(Carbamyl) 81 2 743.4197

13 QIkTLIEKTnEER Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN] P10909 K3(Carbamyl); N10(Deamidated) 62 3 549.2981

13 TSLkAATIKAEFVR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K4(Carbamyl) 52 3 526.639

13 QYNVGPSVSkYPLR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K10(Carbamyl) 51 2 825.936

13 EGcYGDkDEFPGVR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7C3(Carbamidomethyl); K7(Carbamyl) 51 2 836.3577

13 EIQcSGYTLPTkVAK Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 C4(Carbamidomethyl); K12(Carbamyl) 59 2 869.4467

13 NTDEDkWGDAcDNcR Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K6(Carbamyl); C11(Carbamidomethyl); C14(Carbamidomethyl) 72 2 949.8555

13 YkKPEcQSDWQcPGK Antileukoproteinase OS=Homo sapiens GN=SLPI PE=1 SV=2 - [SLPI_HUMAN] P03973 K2(Carbamyl); C6(Carbamidomethyl); C12(Carbamidomethyl) 57 3 651.9577

13 VSkEKEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7K3(Carbamyl) 71 2 900.515

13 GLDkcYAGWLADGSLR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN] A0A087X1T7K4(Carbamyl); C5(Carbamidomethyl) 68 2 912.9402

13 WkEATIPGHLNSYTIK Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K2(Carbamyl) 55 3 634.3371

13 IGDQWDkQHDMGHMMR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K7(Carbamyl) 64 4 507.7226

13 GcGTkFLSYKFSnSGSR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 C2(Carbamidomethyl); K5(Carbamyl); N13(Deamidated) 72 3 647.3052

13 GLLGpkGPpGIpGPpGVR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN] H0YIS1 P5(Oxidation); K6(Carbamyl); P9(Oxidation); P12(Oxidation); P15(Oxidation) 58 2 886.9879

13 NTDEDkWGDAcDNcRSQK Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K6(Carbamyl); C11(Carbamidomethyl); C14(Carbamidomethyl) 48 3 747.9694

13 GPpGpPGkPGDDGEAGKPGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P5(Oxidation); K8(Carbamyl) 60 3 630.6392

13 GppGPPGkPGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P3(Oxidation); K8(Carbamyl); P18(Oxidation) 58 3 635.9697

13 GpPGPpGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P6(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 55 3 641.3021

13 GANGEpGkAGEKGLPGApGLR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); K8(Carbamyl); P18(Oxidation) 57 3 670.0132

13 LQQHQAGEYFckAQSDAGAVK Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 C11(Carbamidomethyl); K12(Carbamyl) 71 3 793.7109

13 TEIDkPSQMQVTDVQDnSISVK Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K5(Carbamyl); N17(Deamidated) 55 3 836.0737

13 EITFLkNTVMEcDAcGMQQSVR Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K6(Carbamyl); C12(Carbamidomethyl); C15(Carbamidomethyl) 97 3 887.403

13 LTTGkEAALSYGFYGcHcGVGGR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K5(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 109 3 835.389

13 VGDTYERPkDSMIWDcTcIGAGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K9(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 77 3 910.7432

13 VGDTYERPkDSmIWDcTcIGAGR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K9(Carbamyl); M12(Oxidation); C16(Carbamidomethyl); C18(Carbamidomethyl) 53 3 916.0753

13 TkTETITGFQVDAVPAnGQTPIQR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K2(Carbamyl); N17(Deamidated) 55 3 872.7822



13 VPNSDQkDSDGDGIGDAcDNcPQK Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K7(Carbamyl); C18(Carbamidomethyl); C21(Carbamidomethyl) 54 3 879.025

13 VFLkGGSDSDASLVITDLTLEDYGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RFI7K4(Carbamyl) 102 3 905.4578

13 MIkLTTGKEAALSYGFYGcHcGVGGR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K3(Carbamyl); C19(Carbamidomethyl); C21(Carbamidomethyl) 56 4 719.8488

13 WkcDPVDQcQDSETGTFYQIGDSWEK Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 K2(Carbamyl); C3(Carbamidomethyl); C9(Carbamidomethyl) 50 3 1074.79

13 ANkQVcTDINEcETGqHNcVPNSVcINTR Cartilage oligomeric matrix protein OS=Homo sapiens GN=COMP PE=4 SV=1 - [G3XAP6_HUMAN] G3XAP6 K3(Carbamyl); C6(Carbamidomethyl); C12(Carbamidomethyl); Q16(Deamidated); C19(Carbamidomethyl); C25(Carbamidomethyl)58 3 1154.842

13 kTAFQISMAKPRPNSAEESNGPIYAFENLR Cartilage intermediate layer protein 1 OS=Homo sapiens GN=CILP PE=1 SV=4 - [CILP1_HUMAN] O75339 K1(Carbamyl) 58 4 853.1825

13 GLTGPIGPPGpAGANGEkGEVGpPGPAGSAGAR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P11(Oxidation); K18(Carbamyl); P23(Oxidation) 60 3 975.8179

13 GLTGPIGPPGpAGAnGEkGEVGpPGPAGSAGAR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P11(Oxidation); N15(Deamidated); K18(Carbamyl); P23(Oxidation) 58 3 976.1489

13 GPTGPIGPPGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation) 58 3 998.4946

13 GETGFQGkTGpPGPGGVVGPQGPTGETGPIGER Collagen alpha-1(XI) chain OS=Homo sapiens GN=COL11A1 PE=1 SV=4 - [COBA1_HUMAN] P12107 K8(Carbamyl); P11(Oxidation) 56 3 1045.512

13 AGEpGLQGpAGPPGEkGEPGDDGPSGAEGPPGPQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); K16(Carbamyl) 58 3 1240.909

13 AGEpGLQGpAGpPGEkGEPGDDGPSGAEGPPGpQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); K16(Carbamyl); P33(Oxidation) 65 3 1251.572

13 AGEpGLQGpAGppGEkGEPGDDGPSGAEGPPGpQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamyl); P33(Oxidation)56 3 1256.906

14 LAkEIAIGR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN] Q8IUL8 K3(Carbamyl) 53 2 507.3088

14 kTYGGYQGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RBS1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RBS1;D6RFI7K1(Carbamyl) 45 2 536.7617

14 kQTALVELVK Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] P02768 K1(Carbamyl) 64 2 586.3563

14 IHEkAFSPLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K4(Carbamyl) 52 3 414.2318

14 HkLYGVYcFR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN] P10915 K2(Carbamyl); C8(Carbamidomethyl) 48 3 462.5641

14 ISEAkLTGIPK Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K5(Carbamyl) 64 2 600.3547

14 NLkYLPFVPSR Fibromodulin OS=Homo sapiens GN=FMOD PE=1 SV=2 - [FMOD_HUMAN] Q06828 K3(Carbamyl) 52 2 688.8898

14 GFESkVDAILNR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN]|Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7ENL6_HUMAN]P12111;E7ENL6K5(Carbamyl) 54 3 464.5811

14 VkIQGPQEYMVR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN] Q8IUL8 K2(Carbamyl) 59 3 497.5981

14 HANTkVGLEHLR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN]|Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7ENL6_HUMAN]P12111;E7ENL6K5(Carbamyl) 59 3 473.2611

14 EkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K2(Carbamyl) 68 2 743.4169

14 GPAGPSGPAGkDGR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8K11(Carbamyl) 59 2 633.8122

14 GPQGLTGPpGkAGR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN] H0YIS1 P9(Oxidation); K11(Carbamyl) 51 2 676.3563

14 GDVGEkGPEGApGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 K6(Carbamyl); P12(Oxidation) 50 2 678.8233

14 kLTAKDFADIPNLR Mimecan OS=Homo sapiens GN=OGN PE=1 SV=1 - [MIME_HUMAN] P20774 K1(Carbamyl) 62 3 548.975

14 GPQGALGEpGkQGSR Collagen alpha-2(VI) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2_HUMAN] P12110 P9(Oxidation); K11(Carbamyl) 60 2 749.3746

14 kLKDEGVELFAIGIK Collagen alpha-1(XII) chain OS=Homo sapiens GN=COL12A1 PE=1 SV=1 - [D6RGG3_HUMAN] D6RGG3 K1(Carbamyl) 52 3 568.33

14 VGVNDFcPMGFGVkR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 C7(Carbamidomethyl); K14(Carbamyl) 56 2 863.4146

14 VLEkLPGLVFLYMEK Prolargin OS=Homo sapiens GN=PRELP PE=1 SV=1 - [PRELP_HUMAN] P51888 K4(Carbamyl) 57 3 608.0126

14 VSKEkEVVLLVATEGR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K5(Carbamyl) 69 3 600.6812

14 GLDkcYAGWLADGSLR Aggrecan core protein OS=Homo sapiens GN=ACAN PE=4 SV=1 - [A0A087X1T7_HUMAN]|Aggrecan core protein OS=Homo sapiens GN=ACAN PE=1 SV=2 - [PGCA_HUMAN] A0A087X1T7;P16112K4(Carbamyl); C5(Carbamidomethyl) 86 2 912.9392

14 GPGFATkEITnGKPFFK Fibrillin-1 OS=Homo sapiens GN=FBN1 PE=1 SV=3 - [FBN1_HUMAN] P35555 K7(Carbamyl); N11(Deamidated) 51 3 628.3281

14 FARVEADkYEYNVVPFR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN] Q8IUL8 K8(Carbamyl) 59 3 716.0311

14 GPAGPnGIpGEkGPAGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 N6(Deamidated); P9(Oxidation); K12(Carbamyl) 61 2 860.9113

14 GLLGpkGPpGIpGPpGVR Collagen alpha-2(XI) chain OS=Homo sapiens GN=COL11A2 PE=4 SV=1 - [H0YIS1_HUMAN] H0YIS1 P5(Oxidation); K6(Carbamyl); P9(Oxidation); P12(Oxidation); P15(Oxidation) 51 2 886.9871

14 GFpGQDGLAGpkGApGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P11(Oxidation); K12(Carbamyl); P15(Oxidation) 56 2 901.428

14 FVGFPDkKHKLYGVYcFR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN] P10915 K7(Carbamyl); C16(Carbamidomethyl) 53 4 576.7994

14 AkFYPEDVSEELIQDITQR Moesin OS=Homo sapiens GN=MSN PE=1 SV=3 - [MOES_HUMAN] P26038 K2(Carbamyl) 71 3 775.3862

14 GppGPPGkPGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P3(Oxidation); K8(Carbamyl); P18(Oxidation) 52 3 635.9696

14 GpPGPpGkpGDDGEAGKpGK Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P2(Oxidation); P6(Oxidation); K8(Carbamyl); P9(Oxidation); P18(Oxidation) 61 3 641.3012

14 AAVFHEkDYDSLAQPGFFDR Collagen alpha-2(VI) chain OS=Homo sapiens GN=COL6A2 PE=1 SV=4 - [CO6A2_HUMAN] P12110 K7(Carbamyl) 64 3 786.0383

14 VGVVQFSNDVFPEFYLkTYR Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=1 SV=5 - [CO6A3_HUMAN]|Collagen alpha-3(VI) chain OS=Homo sapiens GN=COL6A3 PE=4 SV=2 - [E7ENL6_HUMAN]P12111;E7ENL6K17(Carbamyl) 54 2 1226.121

14 ESNVGGIQQLSKkEIEDLLR Chromodomain-helicase-DNA-binding protein 9 (Fragment) OS=Homo sapiens GN=CHD9 PE=1 SV=4 - [H3BTW3_HUMAN] H3BTW3 K13(Carbamyl) 64 4 575.5667

14 LTTGkEAALSYGFYGcHcGVGGR Phospholipase A2, membrane associated OS=Homo sapiens GN=PLA2G2A PE=1 SV=2 - [PA2GA_HUMAN] P14555 K5(Carbamyl); C16(Carbamidomethyl); C18(Carbamidomethyl) 57 3 835.3861

14 GLpGkDGETGAAGPpGPAGPAGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); K5(Carbamyl); P15(Oxidation) 56 3 731.0189

14 SVPkEISPDTTLLDLQNNDISELR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 K4(Carbamyl) 88 3 914.1411

14 VFLkGGSDSDASLVITDLTLEDYGR Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RBS1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RBS1;D6RFI7K4(Carbamyl) 98 3 905.4571

14 DLpETLNELHLDHNkIQAIELEDLLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 P3(Oxidation); K15(Carbamyl) 75 5 628.934

14 VFLkGGSDSDASLVITDLTLEDYGRYK Hyaluronan and proteoglycan link protein 1 OS=Homo sapiens GN=HAPLN1 PE=2 SV=2 - [HPLN1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RBS1_HUMAN]|Hyaluronan and proteoglycan link protein 1 (Fragment) OS=Homo sapiens GN=HAPLN1 PE=4 SV=1 - [D6RFI7_HUMAN]P10915;D6RBS1;D6RFI7K4(Carbamyl) 66 3 1002.507

14 NMNcIEMGGNPLENSGFEPGAFDGLkLNYLR Biglycan OS=Homo sapiens GN=BGN PE=1 SV=2 - [PGS1_HUMAN] P21810 C4(Carbamidomethyl); K26(Carbamyl) 69 3 1167.541

14 GSpGEAGRpGEAGLpGAkGLTGSpGSpGPDGK Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P3(Oxidation); P9(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation)68 3 980.1307

14 GLTGPIGPPGpAGApGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P11(Oxidation); P15(Oxidation); K18(Carbamyl) 66 3 971.4724

14 GLTGpIGppGPAGAPGDkGESGPSGPAGPTGAR Collagen alpha-1(I) chain OS=Homo sapiens GN=COL1A1 PE=1 SV=5 - [CO1A1_HUMAN] P02452 P5(Oxidation); P8(Oxidation); P9(Oxidation); K18(Carbamyl) 64 3 976.8081

14 GPTGPIGPPGpAGQpGDkGEGGApGLpGIAGPR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P11(Oxidation); P15(Oxidation); K18(Carbamyl); P24(Oxidation); P27(Oxidation) 66 3 998.4978

14 AYANDkFTpSEQVEGVVVTLVNLEPAPGFSANPR Cartilage intermediate layer protein 2 OS=Homo sapiens GN=CILP2 PE=2 SV=2 - [CILP2_HUMAN] Q8IUL8 K6(Carbamyl); P9(Oxidation) 70 3 1225.95

14 WcGTTQnYDADQkFGFcpMAAHEEIcTTNEGVMYR Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 - [FINC_HUMAN] P02751 C2(Carbamidomethyl); N7(Deamidated); K13(Carbamyl); C17(Carbamidomethyl); P18(Oxidation); C26(Carbamidomethyl)66 5 850.3577

14 GGAGpPGPEGGkGAAGPPGppGAAGTpGLQGMpGER Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P5(Oxidation); K12(Carbamyl); P20(Oxidation); P21(Oxidation); P27(Oxidation); P33(Oxidation)84 3 1062.162

14 GLpGTpGTDGpkGASGPAGPPGAQGppGLQGMpGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P6(Oxidation); P11(Oxidation); K12(Carbamyl); P26(Oxidation); P27(Oxidation); P33(Oxidation)56 3 1120.526

14 GLpGTpGTDGpkGASGpAGpPGAQGPpGLQGMpGER Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P3(Oxidation); P6(Oxidation); P11(Oxidation); K12(Carbamyl); P17(Oxidation); P20(Oxidation); P27(Oxidation); P33(Oxidation)65 3 1125.862

14 AGEpGLQGpAGpPGEkGEPGDDGPSGAEGPPGpQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); K16(Carbamyl); P33(Oxidation) 57 3 1251.573

14 AGEpGLQGpAGppGEkGEPGDDGPSGAEGPPGpQGLAGQR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P4(Oxidation); P9(Oxidation); P12(Oxidation); P13(Oxidation); K16(Carbamyl); P33(Oxidation)64 3 1256.905

14 GSDGQpGppGppGTAGFPGSPGAkGEVGPAGSpGSnGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); K24(Carbamyl); P33(Oxidation); N36(Deamidated); P39(Oxidation)54 3 1274.567

14 GSDGQpGppGppGTAGFpGSPGAkGEVGPAGSpGSNGApGQR Collagen alpha-1(III) chain OS=Homo sapiens GN=COL3A1 PE=1 SV=4 - [CO3A1_HUMAN] P02461 P6(Oxidation); P8(Oxidation); P9(Oxidation); P11(Oxidation); P12(Oxidation); P18(Oxidation); K24(Carbamyl); P33(Oxidation); P39(Oxidation)56 4 959.9315

14 GEPGTpGSpGpAGASGNpGTDGIpGAkGSAGApGIAGApGFpGPR Collagen alpha-1(II) chain OS=Homo sapiens GN=COL2A1 PE=1 SV=3 - [CO2A1_HUMAN] P02458 P6(Oxidation); P9(Oxidation); P11(Oxidation); P18(Oxidation); P24(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)56 3 1331.281

14 GEVGLPGLSGpVGppGNpGANGLTGAkGAAGLpGVAGApGLpGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P11(Oxidation); P14(Oxidation); P15(Oxidation); P18(Oxidation); K27(Carbamyl); P33(Oxidation); P39(Oxidation); P42(Oxidation)63 3 1341.02

14 GSDGSVGPVGPAGPIGSAGPpGFpGApGpkGEIGAVGNAGPAGPAGPR Collagen alpha-2(I) chain OS=Homo sapiens GN=COL1A2 PE=4 SV=1 - [A0A087WTA8_HUMAN] A0A087WTA8P21(Oxidation); P24(Oxidation); P27(Oxidation); P29(Oxidation); K30(Carbamyl) 60 4 1045.016


