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Figure S1. Songbird model cross-validation and measure-of-loss scores between test and null models for A) Turkish and B) US FMF patient and control
microbiomes (blue) versus null microbiome distributions (orange). Results indicate outperformance of test-variable model by null model, suggesting that
test-test variable (in this case, disease status) does not hold significant explanatory power with respect to microbiome variation.
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