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Supplementary Fig. S1. Random Forest model performance validation.

Supplementary Fig. S2. (A) The gene descriptions and total gene numbers for the profiles. (B) Cell cycle correction. (C) Removal of doublets in UMAP.
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A summary of GEO datasets

Dataset Type	 GEO Number	 Platform	 Sjögren's disease	 Healthy controls	 Tissue-type

Train sets	 GSE51092	 GPL6884	 190	 32	 Blood
	 GSE66795	 GPL10558	 131	 29	 Blood

Validation sets	 GSE48378	 GPL5175	 11	 16	 Blood
	 GSE84844	 GPL570	 30	 30	 Blood

id	 logFC	 AveExpr	 t	 P.Value	 adj.P.Val	 B

EPSTI1	 1.760017	 10.97143	 11.03121	 9.06E-25	 9.07E-21	 45.39839
IFI44	 2.027869	 10.03123	 10.33886	 2.85E-22	 9.93E-19	 39.78938
XAF1	 1.417631	 9.775846	 10.3012	 3.88E-22	 9.93E-19	 39.49001
PARP9	 0.796362	 9.45405	 10.29844	 3.97E-22	 9.93E-19	 39.46809
IFI44L	 2.585577	 10.4601	 10.23001	 6.92E-22	 1.39E-18	 38.92564
RSAD2	 2.430908	 9.426359	 10.16302	 1.19E-21	 1.99E-18	 38.39665
STAT2	 0.692944	 11.44229	 10.01745	 3.85E-21	 5.50E-18	 37.25396
GBP1	 1.006587	 9.759889	 9.980779	 5.16E-21	 6.46E-18	 36.96764
STAT1	 0.638375	 11.46842	 9.796151	 2.24E-20	 2.50E-17	 35.53526
EIF2AK2	 1.018073	 10.73713	 9.766084	 2.85E-20	 2.85E-17	 35.30349
PARP14	 0.824768	 9.760872	 9.741064	 3.47E-20	 3.16E-17	 35.11095
ISG15	 1.880634	 10.53759	 9.664683	 6.33E-20	 5.28E-17	 34.52499
LY6E	 1.65092	 11.21047	 9.589979	 1.14E-19	 8.76E-17	 33.95458
PARP12	 0.836944	 9.713414	 9.449876	 3.39E-19	 2.42E-16	 32.8921
IFIH1	 0.896326	 8.90688	 9.363894	 6.58E-19	 4.39E-16	 32.24482
IFIT1	 1.639313	 9.820379	 9.346222	 7.54E-19	 4.72E-16	 32.11224
LOC400759	 1.098267	 7.28095	 9.186252	 2.57E-18	 1.43E-15	 30.91925
IFITM3	 1.374084	 12.67301	 9.16273	 3.07E-18	 1.54E-15	 30.74493
IFI27	 3.319316	 9.815726	 9.145319	 3.51E-18	 1.67E-15	 30.61607
OAS1	 1.332424	 8.63655	 9.066994	 6.35E-18	 2.89E-15	 30.03837
IFI35	 0.79358	 10.0725	 8.989938	 1.14E-17	 4.79E-15	 29.47314
DDX58	 0.757413	 7.827583	 8.988478	 1.15E-17	 4.79E-15	 29.46246
IFIT2	 1.049203	 11.86813	 8.975327	 1.27E-17	 5.07E-15	 29.36631
LAP3	 0.888488	 9.368405	 8.931748	 1.76E-17	 6.77E-15	 29.04836
IFIT3	 1.5035	 9.698886	 8.912903	 2.02E-17	 7.50E-15	 28.91118
SERPING1	 1.334161	 7.20609	 8.856312	 3.08E-17	 1.09E-14	 28.50037
GBP	 0.847418	 10.15268	 8.853766	 3.14E-17	 1.09E-14	 28.48193
MX1	 1.347592	 12.54399	 8.766868	 5.99E-17	 2.00E-14	 27.85457
HERC6	 0.94582	 8.721721	 8.742348	 7.18E-17	 2.32E-14	 27.67829
PRIC285	 0.738248	 10.61041	 8.723514	 8.25E-17	 2.58E-14	 27.54311
BATF2	 1.274256	 6.726104	 8.71334	 8.90E-17	 2.70E-14	 27.47017
LAMP3	 1.456391	 6.113771	 8.677776	 1.16E-16	 3.41E-14	 27.21563
IRF7	 0.796727	 9.397474	 8.653786	 1.38E-16	 3.94E-14	 27.04433
CEACAM1	 0.627646	 8.348458	 8.599947	 2.04E-16	 5.69E-14	 26.66103
OAS2	 1.192864	 8.020956	 8.587942	 2.23E-16	 6.04E-14	 26.57579
RTP4	 1.030196	 7.39906	 8.563654	 2.66E-16	 7.02E-14	 26.40356
SCO2	 0.699049	 9.79822	 8.45621	 5.81E-16	 1.42E-13	 25.64564
HES4	 1.355457	 8.509939	 8.43479	 6.78E-16	 1.62E-13	 25.49532
FBXO6	 0.66648	 8.444892	 8.300468	 1.78E-15	 3.96E-13	 24.55864
OASL	 1.27383	 8.228607	 8.023651	 1.26E-14	 2.67E-12	 22.66134
USP18	 1.187404	 5.057521	 7.998366	 1.50E-14	 3.12E-12	 22.4903
MT1A	 0.665701	 10.38262	 7.979515	 1.71E-14	 3.49E-12	 22.36303
TTC21A	 0.797179	 5.566892	 7.748002	 8.39E-14	 1.62E-11	 20.81755
MS4A4A	 0.722674	 5.932627	 7.705965	 1.12E-13	 2.07E-11	 20.54047
IFI6	 1.250298	 10.64295	 7.664056	 1.48E-13	 2.70E-11	 20.26531
MT2A	 0.748107	 10.79601	 7.632276	 1.84E-13	 3.23E-11	 20.05739
FEZ1	 -0.68273	 4.783738	 -7.59369	 2.38E-13	 4.11E-11	 19.80581
CXCL10	 1.160179	 6.241615	 7.59027	 2.44E-13	 4.14E-11	 19.78354
ATF3	 0.809456	 5.239162	 7.313875	 1.52E-12	 2.21E-10	 18.0096
MMP28	 -0.75465	 4.391199	 -7.17646	 3.71E-12	 4.89E-10	 17.14604

Supplementary Table S1. Dataset information and sample characteristics.

Supplementary Table S2. Differentially expressed genes in SjD.
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Supplementary Table S3. RF machine learn-
ing identification of 26 hub genes.

features 	 algorithm

CD248 	 RF
MMP28 	 RF
STAT2 	 RF
RBPMS2 	 RF
PARP9 	 RF
TOP2A 	 RF
XAF1 	 RF
EPSTI1 	 RF
KIAA1324 	 RF
FEZ1 	 RF
LRRN3 	 RF
DSC1 	 RF
IFI44 	 RF
ZNF684 	 RF
SLC16A10 	 RF
EIF2AK2 	 RF
GBP1 	 RF
LY6E 	 RF
MYOM2 	 RF
HES4 	 RF
DDX58 	 RF
STAT1 	 RF
GBP5 	 RF
MS4A4A 	 RF
IFIH1 	 RF
PARP14 	 RF

Continued

id	 logFC	 AveExpr	 t	 P.Value	 adj.P.Val	 B

LOC389816	 -0.75611	 5.218743	 -7.13751	 4.77E-12	 6.05E-10	 16.90353
CCR1	 0.586799	 8.859799	 7.134414	 4.86E-12	 6.09E-10	 16.8843
ETV7	 0.930812	 4.88188	 7.127316	 5.09E-12	 6.30E-10	 16.84023
CCL8	 0.891288	 4.52859	 7.062223	 7.72E-12	 8.99E-10	 16.43764
PLSCR1	 0.784539	 7.37419	 6.958851	 1.49E-11	 1.64E-09	 15.80413
TNFAIP6	 0.62393	 9.30215	 6.923989	 1.85E-11	 1.95E-09	 15.5921
OTOF	 1.392087	 4.714488	 6.87978	 2.44E-11	 2.49E-09	 15.32442
TIMM10	 0.904019	 8.569732	 6.836737	 3.19E-11	 3.14E-09	 15.06508
LOC644532	 -0.68744	 4.301911	 -6.78843	 4.31E-11	 4.11E-09	 14.77555
SLC16A10	 -0.63452	 5.578325	 -6.61953	 1.21E-10	 1.08E-08	 13.77588
ZCCHC2	 0.831017	 4.674956	 6.524508	 2.15E-10	 1.80E-08	 13.22222
ANKRD22	 0.859468	 6.939332	 6.365998	 5.53E-10	 4.13E-08	 12.31293
CCL2	 0.976336	 4.579503	 6.354033	 5.94E-10	 4.40E-08	 12.24502
ZNF684	 0.66131	 5.515881	 6.346003	 6.22E-10	 4.52E-08	 12.19951
TOP2A	 0.67713	 4.533242	 6.226839	 1.25E-09	 8.54E-08	 11.52953
USP41	 0.894563	 4.379862	 6.172048	 1.71E-09	 1.14E-07	 11.22495
LGALS3BP	 0.69874	 6.928774	 5.928981	 6.79E-09	 3.74E-07	 9.900443
DSC1	 -0.71468	 4.718011	 -5.91633	 7.28E-09	 3.94E-07	 9.832687
HLA-DRB6	 0.690713	 10.18741	 5.80619	 1.34E-08	 6.84E-07	 9.24812
APOBEC3A	 0.75286	 8.48507	 5.778303	 1.56E-08	 7.81E-07	 9.101561
C9orf109	 0.610244	 4.716669	 5.684909	 2.59E-08	 1.22E-06	 8.615043
CD248	 -0.86972	 5.280291	 -5.61497	 3.77E-08	 1.70E-06	 8.255062
LOC650761	 -0.68959	 5.30006	 -5.55141	 5.29E-08	 2.26E-06	 7.931227
AGRN	 0.605073	 4.61668	 5.516242	 6.37E-08	 2.70E-06	 7.753388
FCGR1A	 0.635817	 7.215048	 5.505643	 6.74E-08	 2.82E-06	 7.699975
PDGFRB	 0.668138	 5.406526	 5.489298	 7.34E-08	 3.04E-06	 7.617783
RBPMS2	 -0.63185	 6.426872	 -5.17428	 3.69E-0	 1.24E-05	 6.074712
PTGDS	 -0.59786	 7.195321	 -5.07702	 5.99E-07	 1.90E-05	 5.614213
MYOM2	 -1.07938	 6.89682	 -4.96205	 1.05E-06	 3.12E-05	 5.079756
KIAA1324	 -0.73072	 7.972861	 -4.85796	 1.73E-06	 4.68E-05	 4.605168
LRRN3	 -0.77865	 6.72177	 -4.753	 2.84E-06	 7.07E-05	 4.135584
MGC52282	 -0.65634	 5.316922	 -4.73519	 3.08E-06	 7.58E-05	 4.056819
IND	 0.627564	 6.242278	 4.366697	 1.62E-05	 0.000289	 2.486385
GSTT1	 -0.63188	 5.89635	 -3.11901	 0.001951	 0.013052	 -1.95764
HDC	 -0.62215	 6.789636	 -2.90587	 0.003874	 0.021908	 -2.57699
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